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<120> 



NOVEL GLYPHOSATE N-ACETYLTRANSFERASE 
(GAT) GENES 



<130> 02-107010US 

<140> US 10/004,357 
<141> 2001-10-29 

<150> US 60/244,385 
<151> 2000-10-30 

<160> 515 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 441 
<212> DNA 

<213> Bacillus lichenif ormis 
<400> 1 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca taaagccgaa 180 
cattcagagc ttgaaggcga agaacagtat cagctgagag ggatggcgac gcttgaagga 240 
taccgtgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaatgcc aggacatctg tgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 2 
<211> 441 
<212> DNA 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 



atgattgaag tcaaacctat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggcg gatattatcg ggacaggctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcag accttttatg gtgcaacgcc aggacatctg tgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacata a 441 



<400> 2 



<210> 3 
<211> 441 



J < 



<212> DNA 
<213> Unknown 



<220> 

<223> Unidentified microorgansim derived from soil sample 



<400> 3 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cgggatctac 
atgtataaga aattggcata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taatgccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcgaaaa 300 
aggatatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 4 
<211> 441 
<212> DNA 
<213> Unknown 



<220> 

<223> Unidentified microorgansim derived from soil sample 



<400> 4 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcctca gcgaacaagg cgggatctac 
atgtataaga aattggcata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taatgccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcgaaaa 300 
aggatatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 5 
<211> 441 
<212> DNA 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 



<400> 5 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgagggcga agaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaatgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 6 
<211> 146 
<212> PRT 

<213> Bacillus lichenif ormis 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg tgagcggcta ctatgaaaag 3 60 
gacataccgc cgatcggacc tcatattttg 420 

441 



<400> 6 

Met lie Glu Val Lys Pro lie Asn Ala Glu Asp Thr Tyr Glu lie Arg 

15 10 15 

His Arg lie Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Met Tyr Glu 
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<210> 7 
<211> 146 
<212> PRT 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 
<400> 7 



Met 


He 


Glu 


Val Lys Pro He 
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Glu 
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Tyr 


Glu 


He Arg 
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Lys Lys 



130 135 140 

Leu Thr 
145 



<210> 8 
<211> 146 
<212> PRT 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 
<400> 8 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 
15 10 15 
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<210> 9 
<211> 146 
<212> PRT 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 
<400> 9 
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He 
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<210> 10 
<211> 146 
<212> PRT 
<213> Unknown 

<220> 

<223> Unidentified microorgansim derived from soil sample 
<400> 10 

Met He Glu Val Lys Pro lie Asn Ala Glu Asp Thr Tyr Glu He Arg 
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<210> 11 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 11 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac 
taccgtgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct 
aaaggcgcgg accttttatg gtgcaacgcc aggacgtctg cgagcgggta 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc 
atgtataaga aattgacgta a 

<210> 12 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 12 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aagacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgactgggcc ccatattttg 420 
atgtataaga aattgacata a 441 

<210> 13 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



ccgcattctc 60 
gggtacgttt 120 
tcaagccgaa 180 
actcgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<220> 

<223> Synthetic DNA Sequence 
<400> 13 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gagcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttaa tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg aagcacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 14 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 14 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 15 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cgactgggcc ccatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 
<400> 15 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
caccttggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagcgct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 16 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 16 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcag gggtgcgttt 12 0 



il » 



cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 17 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 

<221> misc_feature 
<222> 54 

<223> n = A,T,C or G 



gatacgtatg agatcaggca ccgnattctc 60 

tatgaaaccg atttgctcgg gggcacgctt 120 

atcagcatcg cttcctttca tcaagccgaa 180 

cagctgagag ggatggcgac acttgaagag 240 

atccgccatg ccgaagagct tcttcggaaa 3 00 

aggacatctg cgagcgggta ctataaaaag 360 

gacataccgc cgaccggacc ccatattttg 420 

441 

<210> 18 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 17 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cgaagtctac 
atgtataaga aattgacgta a 



<400> 18 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg ggtattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtacgttt 12 0 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 19 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 19 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 



aagggcgcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 20 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 20 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggcgcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 21 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 21 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaactg atttgctcgg tggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 22 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 22 

atgattgaag tcaaaccaat aaacgcggag gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattatcg gggcaagctg gtcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggccg aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacata a 441 



<210> 23 
<211> 441 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 23 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 

cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgctt 120 

cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 

catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 

taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 

aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctataaaaag 3 60 

ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 42 0 
atgtataaga aattgacgta a 441 

<210> 24 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 24 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cttcctttca tcaagccgaa 180 
cacccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 25 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 25 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 26 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 26 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 



cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 27 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



tatgaaaccg atttgctcag gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<400> 27 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgaccggacc ccatattttg 420 

441 



<210> 28 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 28 

atgattgaag tcaaaccgat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 29 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cgaccggacc ccatattttg 420 

441 



<400> 29 

atgattgaag tcaaaccaat 
cggccgaatc agccgctgga 
cacctcggtg gatattaccg 
catccagagc ttgaaggcca 
taccgtgagc aaaaagcggg 
aagggggcag accttttatg 
ctcggcttca gcgaacaggg 
atgtataaga aattgacgta 



aaacgcggaa gatacgtatg 
agcatgcaag tatgaaaccg 
gggcaagctg gtcagcatcg 
aaaacagtat cagctgagag 
cagtacgctt atccgccatg 
gtgcaacgcc aggacatctg 
cgaagtctac gacataccgc 
a 



agatcaggca ccgcattctc 60 
atttgctcgg gggcacgctt 120 
cttcctttca tcaagccgaa 180 
ggatggcgac gcttgaaggg 240 
ccgaagagct tcttcggaaa 300 
cgagcgggta ctataaaaag 360 
cggtcggacc tcatattttg 420 

441 



<210> 30 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 30 

atgattgaag 

cggccgaatc 

cacctcggtg 

catccagagc 

taccgcgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
aagtacgctt 
gtgcaacgcc 
cggggtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggtgcgttt 120 
tcaagccgaa 180 
actcgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 31 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 31 

atgattgaag 

cggccgaatc 

cacctcggtg 

cattcagagc 

taccgcgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattacca 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacata 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
aagtacgctt 
gtgcaacgcc 
cggggtctac 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gatataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
tgagcgggta 
cgatcggacc 



ccgcattctc 60 
gggtacgttt 120 
tcaagccgaa 180 
gcttgaaggg 240 
tcttcggaaa 3 00 
ctataaaaag 3 60 
tcatattttg 420 
441 



<210> 32 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 32 

atgattgaag 

cggccgaatc 

cacctcggcg 

cattcagagc 

taccgcgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattacca 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattggcata 



aaacgcggaa 
agcgtgtatg 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cggggtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gatataccgc 



agatcaggca 
atttgctcgg 
cttcctttca 
ggatggcgac 
ccgaagagct 
cgagcggcta 
cgatcggacc 



ccgcattctc 60 
gggcacgttt 120 
tcaagccgaa 180 
gcttgaaggg 240 
tcttcggaaa 300 
ctatgaaaag 360 
tcatattttg 420 
441 



<210> 33 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic DNA Sequence 



<400> 33 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
cacccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 34 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagcgct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc caactgggcc ccatattttg 420 

441 



<400> 34 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtccac 
atgtataaga aattgacgta a 

<210> 35 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgaccggacc ccatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 35 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 36 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<400> 36 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgcttgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaagga 240 



taccgtgagc aaaaagcggg aagtacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 37 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 37 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattatcg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacgcaccgc cgaccggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 38 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 38 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 39 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 39 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc ctgtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 40 
<211> 441 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 40 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 41 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 41 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca ccaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagcgct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacata a 441 

<210> 42 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 42 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaactg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 43 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 43 



atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 44 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 44 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgagggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaatgcc 
ctcggcttca gcgaacaagg cgggatctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 45 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 45 

atgattgaag 

cggccgaatc 

cacctcggtg 

cattcagagc 

taccgtgagc 

aaaggcgcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattacca 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
aagcacactc 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cttcctttca 
ggatggcgac 
ccgaagagct 
tgagcgggta 
cgatcggacc 



ccgcattctc 60 
gggtacgttt 120 
taaagccgaa 180 
gcttgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 46 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 46 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cgatcggacc tcatattttg 420 



atgtataaga aattgacgta a 441 

<210> 47 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 47 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgcataaga aattgacgta a 

<210> 48 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttaa tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 48 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg attcgctcgg aggcacgttt 120 
atcagcatcg cttcctttaa tcaagccgaa 180 
cagctgagag ggatggcgac actcgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<210> 49 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 49 

atgatcgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gagtgcgttt 120 
atcagcatcg cctcctttca ccaagccgaa 180 
cagctgaggg ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<210> 50 
<211> 441 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 50 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg # gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga agttgacgta a 

<210> 51 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gagcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgactgggcc ccatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 51 

atgattgaag tcaaaccaat aaatgcggaa 
cggccgaatc agccgcttga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagaac ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg tagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaagg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagagggta ctataaaaag 360 
gacataccgc cgactgggcc ccatattttg 420 

441 



<210> 52 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 52 

atgattgaag 

cggccgaatc 

cacctcggcg 

catccagagc 

taccgtgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggtca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cggggtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacgtctg 
gacataccgc 



agatcaggca 
attcgctcgg 
cttcctttaa 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggcacgttt 12 0 
tcaagccgaa 180 
acttgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 53 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 53 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctaggtg gatattaccg gggcaagctg 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atctgcttgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 



catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 54 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 54 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctaga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagctgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagtacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga agttgacgta a 441 

<210> 55 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 55 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga agttgacgta a 441 

<210> 56 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 56 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aaaggcgcgg accttttgtg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacata a 441 



<210> 57 



<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 57 

atgattgaag 

cggccgaatc 

cacctcggcg 

catccagagc 

taccgcgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacacaccgc 



agatcaggca 
atttgctcgg 
cttcctttca 
ggatggcgac 
ccgaagcgct 
cgagcgggta 
cgaccggacc 



ccgcattctc 60 
gagcacgttt 120 
tcaagccgaa 180 
acttgaagag 240 
tcttcggaaa 300 
ctataaaaag 3 60 
ccatattttg 420 
441 



<210> 58 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 58 

atgattgaag 

cggccgaatc 

cacctcggcg 

catccagagc 

taccgtgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattaccg 
ttgaaggcca 
aaaaagctgg 
accttttgtg 
gggaacaagg 
aattgacgta 



aaacgcggaa 
agcatgtaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cggggtctac 
a 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagcgct 
cgagcggcta 
ctgtcggacc 



ccgcattctc 60 
gggtacgttt 120 
tcaagccgaa 180 
acttgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 59 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 59 

atgattgaag 

cggccgaatc 

cacctcggtg 

catccagagc 

taccgcgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttgtg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 



<210> 60 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacgtctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cgactgggcc 



ccgcattctc 60 
gggtgcgttt 120 
tcaagccgaa 180 
acttgaagag 240 
tcttcggaaa 300 
ctataaaaag 360 
ccatattttg 420 
441 



<220> 

<223> Synthetic DNA Sequence 



<400> 60 

atgattgaag tcaaaccaat aaatgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttaa tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 61 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 61 

atgattgaag tcaaaccaat aaatgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 62 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 12 0 
gtcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagtgggta ctataaaaag 360 
gacataccgc cgactgggcc ccatattttg 420 

441 



<400> 62 

atgattgaag tcaaaccaat aaacgcggaa 
aggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
gtcagcatcg cctcctttca tcaggccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagcgct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cggccggacc tcatattttg 420 

441 



<210> 63 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 63 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttgtg gtgcaacgcc 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gagcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacgtctg cgagcggcta ctataaaaag 360 



ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 64 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 64 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagcta gtcagcatcg cttcctttaa tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttgtg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatgttttg 420 
atgtataaga aattgacgta a 441 

<210> 65 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 65 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
caccttggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaagg cggggtctac gacatgccgc cggtcggacc tcatattttg 420 
atgtataaga agttgacgta a 441 

<210> 66 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 66 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cgaccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg aggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttaa tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagcgct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 67 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 
<400> 67 

atgattgaag tcaaaccaat aaacgcggag gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcct aaaacagtat cagctgagag ggatggcgac actcgaaggg 240 
taccgtgagc aaaaagcggg aagtacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cgaccggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 68 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 68 

atgattgaag tcaaaccaat aaacgcggag gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcct aaaacagtat cagctgagag ggatggcgac actcgaaggg 240 
taccgtgagc aaaaagcggg aagtacgctc atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag acctcttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cgaccggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 69 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 69 

atgattgaag tcaaaccaat aaacgcggag gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagttg gtcagcatcg cctcctttca tcaagccaaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaaggg 240 
taccgtgagc aaaaagcggg tagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 70 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 70 

atgattgaag tcaaaccaat aaacgcagaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 



cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctt 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



atcagcatcg cttcctttaa tcaagccgaa 180 
cagttgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagcgct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc tcatattttg 420 

441 



<210> 71 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 71 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 72 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 72 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 12 0 
gtcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ctgaagcgct tcttcggaaa 300 
aggacatctg caagcgggta ctataaaaag 3 60 
gacataccgc cgactgggcc ccatattttg 42 0 

441 



<210> 73 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 
<400> 73 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctc 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg tgaagtcttc 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
gtcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacaactg cgagcgggta ctataaaaag 3 60 
gacataccgc cgaccggacc ccatattttg 420 

441 



<210> 74 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 74 

atgattgaag 

cggccgaatc 

cacctaggtg 

catccagagc 

taccgcgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
acctcttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgtatg 
gggcaagctg 
aaaacagtat 
aagcacgctc 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggcacgttt 120 
tcaagccgaa 180 
acttgaagag 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 75 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 75 

atgattgaag 

cggccgaatc 

caccttggtg 

catccagagc 

taccgtgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcag 
cctcctttaa 
ggatggcgac 
ccgaagagct 
cgagcggcta 
cgaccggacc 



ccgcattctc 60 
gggtgcgttt 120 
tcaagccgaa 180 
actcgaagga 240 
tcttcggaga 300 
ctataaaaag 360 
ccatattttg 420 
441 



<210> 76 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 76 

atgattgaag 

cggccgaatc 

cacctcggtg 

cacccagagc 

taccgtgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcag 
cctcctttca 
ggatggcgac 
ccgaagcgct 
cgagcgggta 
caactgggcc 



ccgcatactc 60 

gggtgcgttt 120 

tcaagccgaa 180 
acttgaaggg 240 
tcttcggaaa 300 
ctataaaaag 360 
ccatattttg 420 
441 



<210> 77 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 77 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagcgct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 78 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 78 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggtcggacc tcatattttg 420 
atgtataaga agttgacgta a 441 

<210> 79 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 79 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat caactgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg caaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 80 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 80 

atgattgaag tcaaaccaat aaacgcggag gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 



aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 42 0 
atgtataaga aattgacata a 441 

<210> 81 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 81 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
caccttggtg gatattaccg gggcaagctg atcagcatcg tttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg cagcacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacacaccgc cggccggacc tcatattttg 420 
atgtatacga aattgacgta a 441 

<210> 82 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 82 

atgattgaag ttaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgcttga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttgtg gtgcaacgcc aggacgtctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 83 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 83 

atgattgaag tcaaaccaat aaacgcggaa gatacgtata agatcaggca ccgcatactc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cttcctttaa tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagcgct tcttcggaag 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 



<210> 84 
<211> 441 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 84 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg gtcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgactgggcc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 85 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 85 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cacccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 86 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 86 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg gtcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg caaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga agttgacgta a 441 

<210> 87 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 87 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 



cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaagag 240 
atccgccatg ccgaagagct tcttcggaga 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc ctgtcggacc tcatattttg 420 

441 



<210> 88 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 88 

atgatcgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg ggtactaccg gggcaagctg 
cattcagagc ttgagggcga agaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 
atccgctatg ccgaagagct tcttcgaaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 89 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 89 

atgattgaag tcaaacctat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagggc ttgagggcga agaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaatgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgctt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac gctcgaaggg 240 
atccgccatg ccgaagagct tcttcgaaaa 300 
aggacatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 90 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 90 

atgattgacg tcaaacctat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctc 
aagggggcag accttttatg gtgcaatgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 91 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 91 

atgattgaag tcaaaccaat aagcgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcgg gggtgcgttt 120 
cacctcggtg gatattacca gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcgaaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg tgagcgggta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 92 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 92 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca taaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcaac gcttgaagga 240 
taccgtgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattggcata a 441 

<210> 93 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 93 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atctgcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaatgcc aggacatctg tgagaggcta ctatgaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattggcgta a 441 

<210> 94 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic DNA Sequence 
<400> 94 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctc 
aagggggcag accttttatg gtgcaatgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 95 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ctgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcggcta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 95 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aagggggtag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cgggatctac 
atgtataaga aattggcata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taatgccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 3 60 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 96 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 96 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg^ gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 97 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 97 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 



taccgtgagc aaaaagcggg aagcacgctc 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 98 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 98 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga ggcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaatgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattggcata a 

<210> 99 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca taaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tctccgaaaa 3 00 
aggacatctg cgagcggcta ctatgaaaag 3 60 
gacataccac cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 99 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattatcg ggacaggctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aactgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 12 0 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 100 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 100 

atgattgaag tcaaacctat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattggcata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcgaaaa 300 
aggatatctg tgagcggcta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 42 0 

441 



<210> 101 
<211> 441 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 101 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga ggcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
catctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca taatgccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaagga 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaatgcc aggacatctg cgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattggcata a 441 

<210> 102 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 102 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgtattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtacgttt 12 0 
cacctcggcg gatattatcg ggacaggctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 103 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 103 

atgattgaag tcaaaccgat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattacca gggcaagctg atcagcaccg cttcctttca tcaagccgga 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc gaaaagcggg aagtacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggatatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 104 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 104 



atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattacca gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tttgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 105 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 105 

atgattgaag tcagaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagcctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgtattctc 60 

tatgaaaccg atttgctcgg gggcacgttt 120 

atcagcatcg cctcctttca tcaagccgaa 180 

cagctgagag ggatggcgac acttgaagga 240 

atccgccatg ccgaagagct tcttcggaaa 300 

aggacatctg cgagcgggta ctataaaaag 360 

gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 106 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 106 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc ccatattttg 420 

441 



<210> 107 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 107 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 



atgtataaga aattgacgta a 441 

<210> 108 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 108 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgtattctc 60 
tacgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cctcctttca tccagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggatatctg cgagcgggta ctatgaaaag 360 
gacataccgc cgatcggacc ccatattttg 420 

441 



<210> 109 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 109 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 360 
ctcggcttca gcaaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 110 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 110 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 

<210> 111 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgtattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggatatctg cgagcggcta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 
<400> 111 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgggc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 112 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctatgaaaag 3 60 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 112 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggcg gatattatca ggacaggctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgtattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 12 0 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgctatg ccgaagagct tcttcggaaa 300 
aggatatctg cgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 113 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 113 

atgattgaag tcaaacctat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 114 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 114 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattatcg gggcaagctg 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 



cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 115 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



cagctgagag ggatggcgac gcttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 
<400> 115 

atgattgaag tcaaacctat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 

cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 

cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 

catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 

taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 

aaaggcgcgg accttttgtg gtgcaacgcc aggatatctg cgagcggcta ctatgaaaag 360 

ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 116 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 116 

ttacgtcaat ttcttataca tcaaaatatg aggtccgatc ggcggtatgt cgtagacttc 60 
gccctgttcg ctgaagccga gctttttata gtacccgctc gcagatgtcc tggcgttgca 12 0 
ccataaaagg tccgcgcctt ttttccgaag aagctcttcg gcatggcgga tgagcgtgct 180 
tcccgctttt tgctcgcggt acccttcaag cgtcgccatc cctctcagct gatactgttt 240 
ttggccttca agctctgaat gttcggcttg atgaaaggag gcgatgctga tcagcttgcc 300 
ccggtaatat ccaccgaggt gaaacgtgcc cccgagcaaa tcagtttcat acttgcatgc 360 
ttccagcggc tgattcggcc ggagaatgcg gtgcctgatc tcatacgtat cttccgcgtt 420 
tattggtttg gcttcaatca t 441 

<210> 117 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 117 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 118 



<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 118 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggcg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgag 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaagag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacata a 441 

<210> 119 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 119 

atgattgaag tcaatccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgtct 120 
cacctcggcg gatattaccg gggcaagctg atcagcatcg cttcctttca taatgccgaa 180 
cattcagagc ttgatggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcag accttttatg gtgcaacgcc aggacatctg tgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatatttcg 420 
atgtataaga aattgacgta a 441 

<210> 120 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 120 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggcg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattggcata a 441 

<210> 121 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 121 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc taaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cctcctttca tcaatccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggatatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 122 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 122 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 

<210> 123 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggatatctg cgagcggcta ctataaaaag 360 
gatataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 123 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtac 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctataaaaag 360 
ggcataccgc cgatcggacc tcatattttg 420 

441 



<210> 124 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 124 

atgattgaag ccaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaactg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 



ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 125 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 125 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcatactc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 
taccgcgagc aaaaagcggg tagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacatgg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 126 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 126 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg tgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 127 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 127 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc^ 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattaacata a 441 

<210> 128 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 128 

atgattgagg tgaaaccgat taacgcagag 
agaccacacc agccgataga ggtttgtatg 
cacttaggcg gcttttacag gggcaagctg 
catccagaac tccagggcca gaaacaatac 
tatcgtgacc agaaagcggg atcgagccta 
cggggggcgg acatgctatg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaac gcctcacata a 



gagacctatg aactaaggca taggatactc 60 
tatgaaaccg atttacttcg tggtgcgttt 120 
atttccatag cttcattcca ccaggccgag 180 
caactccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaacagat ccttcggaag 300 
cggacatccg ccgctggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcgta 420 

441 



<210> 129 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 129 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg aggcaagctg 
cattcagagc ttgaaggcca taaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 

<210> 130 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctccttcca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctataaaaag 3 60 
gacataccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 130 

atgattgaag tcaaaccaat 
cggccgaatc agccgcttga 
cacctcggcg gatattaccg 
cattcagagc ttgaaggcca 
taccgcgagc aaaaagcggg 
aaaggcgcgg accttttatg 
ctcggcttca gcgaacaggg 
atgtataaga aattgacgta 



aaacgcggaa gatacgtatg 
agcatgtaag tatgaaaccg 
gggcaagctg atcagcatcg 
aaaacagtat cagctgagag 
aagcacgctc atccgccatg 
gtgcaacgcc aggacatctg 
cgaagtctac gacataccgc 
a 



agatcaggca ccgcattctc 60 
atttgctcgg gggcacgttt 120 
cttcctttca tcaagccgaa 180 
ggatggcgac acttgaaggg 240 
ccgaagagct tcttcggaaa 3 00 
cgagcgggta ctataaaaag 3 60 
cggtcggacc tcatattttg 420 

441 



<210> 131 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 131 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 



cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 

<210> 132 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



atcagcatcg cctcctttca ccaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 132 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgta 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 133 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 133 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
aaccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaagccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgag 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacgtaccgc cgatcggacc tcatattttg 420 

441 



<210> 134 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 134 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcagg 
cacctcggtg gatattatcg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtttac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggatatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 135 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 135 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggcm ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 136 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 136 

atgattgaag ccaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 3 00 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 137 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 137 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcag gggtgcgttt 120 
cacctcggtg gatattatcg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actcgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggcgcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 138 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



I II 



<400> 138 

atgattgaag 

cggccgaatc 

cacctcggcg 

catccagagc 

taccgtgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cgatcggacc 



ccgcattctc 60 
gggtacgttt 120 
tcaagccgaa 180 
acttgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 139 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 139 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataagg aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgtta 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccaag ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 140 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 140 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggcg gatattaccg gggcaagctg 
cattcagatc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 141 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 141 

atgattgaag tcaaaccaat aaacgcggga 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tctacggaaa 300 



aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 142 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 142 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 143 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 143 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcgttctc 60 
tatgaaaccg atttgctcgg gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacgtaccgc cggtcggacc tcatattttg 420 

441 



<210> 144 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 144 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc ggccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagggc ttgaaggcaa aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg aggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacttccg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 145 
<211> 441 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 145 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgtattctc 60 
cggccgaatc agccgctgga agcatgcatg tatgaaaccg atttgctcga gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgag 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagga 240 
taccgtgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 146 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 146 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgatgag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc ccatattttg 420 
atgtataaga aattgacgta a 441 

<210> 147 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 147 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatggaactg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgag 180 
caaccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgagcaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 148 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 148 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 



cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 
atccgccatg cagaagagat tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 149 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 149 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaaccgtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaaatctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcgttctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 150 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 150 

atgattgaaa tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg aggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac tcttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 151 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 151 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcggcta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 152 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 152 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag acctcttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacata a 441 

<210> 153 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 153 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaaactg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaagga 240 
taccgtgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcggcta ctataaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 154 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 154 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcgtactc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcggcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcggcta ctatgaaaag 360 
ctcggcttca gcggacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacata a 441 

<210> 155 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic DNA Sequence 



<400> 155 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 156 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 156 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcaagcta 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtccac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 157 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 157 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggcg gatattaccg gggcaagcta 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggatatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 158 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 158 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 



gatgcgtatg agatcaggca ccgcattctc 60 

tatgaaactg atttgctcgg gggcacgttt 120 

atcagcatcg cttcctttca tcaagccgaa 180 

cagctgagag ggatggcgac acttgaaggg 240 



taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 

aaaggcgcgg accttttgtg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 

ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 420 

atgtataaga aattgacgta a 441 

<210> 159 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 159 

atgattgaag 

cggccgaatc 

cacctcggtg 

cattcagagc 

taccgtgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgcttga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacgta 



aaacgcggaa 
agcatgtatg 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cggggtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcag 
cttcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggtgcgttt 120 
tcaagccgaa 180 
acttgaagga 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 160 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 160 

atgattgaag 

cggccgaatc 

cacctcggtg 

catccagagc 

taccgcgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacgta 



aaacgcggaa 
agcatgtatg 
gggcaagctg 
aaaacagtat 
aagtacgctt 
gtgcaacgcc 
cggggtctac 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggcacgttt 120 
tcaagccgaa 180 
gcttgaaggg 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 161 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 161 

atgattgaag 

cggccgaatc 

cacctcggtg 

cattcagagc 

taccgcgagc 

aaaggcgcgg 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaagg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
aagtacgctt 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
atcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcgg 
cttcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cggtcggacc 



ccgcattctc 60 
gggcacgctt 120 
tcaagccgaa 180 
gcttgaaggg 240 
tcttcggaaa 300 
ctataaaaag 360 
tcatattttg 420 
441 



<210> 162 
<211> 441 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 162 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggtg gatattaccg gggcaagctg gtctgcatcg cttcctttca taaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgatgga 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcgaaaa 300 
aaaggcgcgg accttttatg gtgcaatgcc aggacatctg tgagcggcta ctatgaaaag 360 
ctcggcttca gcgaacaggg cgaagtctac gacataccgc cggtcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 163 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 163 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 120 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgag 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaagag 240 
taccgcgagc aaaaagcggg cagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 3 60 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 164 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 164 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgctgga agcatgcaag tatgaaactg atttgctcgg gggcacgttt 12 0 
catctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 
catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 
taccgcgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aaaggcgcgg accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 

<210> 165 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 165 



atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgcttga agcatgtatg tatgaaaccg atttgctcgg gggcacgttt 12 0 
cacctcggtg gatattaccg gggcaagctg atcagcatcg cttcctttca tcaagccgaa 180 
cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac acttgaaggg 240 
taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaacgcc aggacatctg cgagcgggta ctataaaaag 360 
ctcggcttca gcgaacaagg cggggtctac gacataccgc cggtcggacc tcatattttg 42 0 
atgtataaga aattgacgta a 441 



<210> 166 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 166 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagtacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 12 0 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagtgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 167 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 167 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagtggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gatataccgc cggtcggacc tcatattttg 420 

441 



<210> 168 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 168 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 



gatacgtatg aaatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tctacggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 



■I « 



atgtataaga aattgacgta a 441 

<210> 169 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 169 

atgattgaag 

cggccgaatc 

caccttggtg 

cattcagagc 

taccgcgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
acctcttatg 
gcgaacaggg 
aattgacgta 



aaacgcggag 
agcatgcaag 
gggcaagctg 
aaaacagtat 
aagcacgctc 
gtgcaacgcc 
cgaagtctac 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacataccgc 



agatcaggca 
atttgctcag 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cgactgggcc 



ccgcattctc 60 
gggtgcgttt 120 
tcaagccgaa 180 
acttgaagag 240 
tcttcggaaa 300 
ctataaaaag 360 
ccatattttg 420 
441 



<210> 170 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 170 

atgattgaag tcaaaccaat aaacgcggag 
cggccgaatc agccgctgga agcatgcaag 
caccttggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
gtcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cgactgggcc ccatattttg 420 

441 



<210> 171 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 171 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga cgcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 172 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 172 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga agttgacgta a 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
gtcagcatcg cctcctttca tcaagctgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagcgct tcttcggaag 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacacaccgc cggtcggacc ccatattttg 420 

441 



<210> 173 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 173 

atgattgaag tcaagccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccacgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttta gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atatgctcag gggtgcgttt 12 0 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
aacacaccgc cggttggacc tcatattttg 42 0 

441 



<210> 174 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 174 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgtaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacactt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 175 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 175 

atgattgaag taaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggtg gatattaccg gggcgagctg 



gatacgtatg agatcaggca ccgcgttctc 60 
tatgaaaccg atttgctcgg 'gggcacgttt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 



catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 176 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 176 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgtatg 
cacctcggcg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgcta 
aagggggcag acctcttatg gtgcaacgcc 
ctcggcttca gcgatcaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaactg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac actcgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 177 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 177 

atgattgaag 

cggccgaatc 

cacctcggtg 

catccagagc 

taccgtgagc 

aagggggcag 

ctcggcttca 

atgtataaga 



tcaaaccaat 
agccgctgga 
gatattaccg 
ttgaaggcca 
aaaaagcggg 
accttttatg 
gcgaacaggg 
aattgacgta 



aaacgcggaa 
agcatgcaag 
gggcaagctg 
aaaacagtat 
cagtacgctt 
gtgcaacgcc 
cgaagtctac 
a 



gatacgtatg 
tatgaaaccg 
gtcagcatcg 
cagctgagag 
atccgccatg 
aggacatctg 
gacttaccgc 



agataaggca 
atttgctcgg 
cctcctttca 
ggatggcgac 
ccgaagagct 
cgagcgggta 
cgaccggacc 



ccgcatcctc 60 
gggcacgttt 120 
tcaagccgaa 180 
acttgaaggg 240 
tcttcggaaa 300 
ctataaaaag 360 
ccatattttg 420 
441 



<210> 178 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 178 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgagggcca aaaacagtat 
taccgcgggc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaatgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgctt 120 
gtcagcattg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 179 



<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 179 

atgattgaag tcaaaccaat aaacgcggaa 
aggccgaatc agccgctaga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aaaggcgcgg accttttgtg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcag gggtgcgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagcgct tcttcggaaa 300 
aggacgtctg cgagcgggta ctataaaaag 3 60 
gacataccgc cgaccggacc ccatattttg 420 

441 



<210> 180 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 180 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggcgcgg accttatatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaactg atttgctagg gggtacgctt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 3 00 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 181 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 181 

atgattgaag tcaaaccaat aaatgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctaggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg aggcacgttt 120 
atcagcatcg cttcctttaa tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 182 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 182 

atgattgaag tcaaaccaat aaccgcggaa gatacgtatg agatcaggca ccgcattctc 60 

cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 

cacctcggtg gatattaccg gggcaagctg atcagcatcg cctcctttca tcaagccgaa 180 

catccagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac actagaaggg 240 

taccgcgagc aaaaagcggg cagtacgctc atccgccatg ccgaagagct tcttcggaaa 300 

aagggggcag accttttatg gtgcaacgcc agaacatctg cgagcgggta ctataaaaag 360 

ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgaccggacc ccatattttg 420 
atgtataaga aattgacgta a 441 



<210> 183 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 183 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagtacgctt 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 184 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatgcgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gagcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagag 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 360 
gacataccgc ctgtcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 
<400> 184 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 

cggccgaatc agccgctgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 

cacctcggtg gatattaccg gggcaagctg atctgcatcg cctcctttca tcaagccgaa 180 

cattcagagc ttgaaggcca aaaacagtat cagctgagag ggatggcgac gcttgaaggg 240 

taccgcgagc aaaaagcggg aagtacgctt atccgccatg ccgaagagct tcttcggaaa 300 

aagggggcag accttttatg gtgcaatgcc aggacatctg tgagaggcta ctatgaaaag 360 

ctcggcttca gcgaacaagg cggggtctac gatataccgc cgatcggacc tcatattttg 420 
atgtataaga aattggcgta a 441 

<210> 185 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 185 

atgattgaag tcaaaccaat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 
cggccgaatc agccgttgga agcatgcaag tatgaaaccg atttgctcgg gggtacgttt 120 
cacctcggcg gatattaccg gggcaagctg atcagcatcg cttcctttca taaagccgaa 180 
cattcagagc ttgagggcga agaacagtat cagctgagag ggatggcgac gcttgaagga 240 
taccgtgagc aaaaagcggg aagcacgctc atccgccatg ccgaagagct tcttcggaaa 300 
aagggggcag accttttatg gtgcaatgcc aggacatctg tgagcgggta ctataaaaag 360 



ctcggcttca gcgaacaggg cgaagtctac gacataccgc cgatcggacc tcatattttg 420 
atgtataaga aattgacgta a 441 



<210> 186 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 186 

atgatagaag tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tcgaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgactcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggctcacata a 

<210> 187 
<211> 438 
<212> DNA 

<213> Artificial Sequence 



gatacctatg aactaaggca taaaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacaaccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 187 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca taaaatactc 60 
agaccaaacc agccgataga agcgtgtatg tatgaaagcg atttacttcg tggtgcattt 120 
cacttaggcg gcttttacgg gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagacc tcgaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgatc agaaagcggg atcgactcta attaaacacg ctgaacaact tcttcgtaag 300 
aggggggcgg acatgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agaggtattt gaaacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa agatcaca 438 



<210> 188 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 188 

atgctagagg 

agaccaaacc 

cacttaggcg 

cactcagaac 

tatcgtgatc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcaca 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
agaggtattt 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gatacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaact 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



<210> 189 
<211> 438 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 189 

atgctagagg tgaaactgat taacgcagag gatacctatg aactaaggca 
agaccaaacc agccgttaga agcgtgtatg tatgaaaccg atttacttcg 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca 
cactcagacc tcgaaggcca gaaacagtac cagctccgag gtatggctac 
tttcgtgatc agaaagcggg atcgagtcta attaaacacg ctgaagaaat 
aggggggcga acttgctttg gtgtaatgcg cggacatccg cctcaggcta 
ttaggcttca gcgagcaggg agaggtattt gatacgccgc cagtaggacc 
atgtataaaa ggatcaca 

<210> 190 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 190 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca 
agaccaaacc agccgataga agcgtgtatg tatgaaagcg atttacttcg 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca 
cactcagacc tccaaggcca gaaacagtac cagctccgag gtatggctac 
tatcgtgatc agaaagcggg atcgagtcta attagacacg ctgaacaaat 
aggggggcgg acttgctttg gtgcaatgcg cggacatccg cctcaggcta 
ttaggcttca gcgagcaggg agagatattt gatacgccgc cagtaggacc 
atgtataaaa ggctcaca 

<210> 191 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 191 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca 
agaccaaacc agccgttaga agcgtgtatg tatgaaaccg atttacttcg 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca 
cactcaggcc tccaaggcca gaaacagtac cagctccgag gtatggctac 
tatcgtgagc agaaagcggg atcgagtata attaaacacg ctgaagaaat 
aagggggcgg acttgctttg gtgcaatgcg cggacgtccg cctcaggcta 
ttaggcttca gcgagcaggg agagatattt gacacgccgc cagtaggacc 
atgtataaaa ggatcaca 

<210> 192 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 192 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca tagaatactc 60 
agaccaaacc agccgataga agcgtgtatg tatgaaagcg atttacttcg tggtgcattt 120 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



cacttaggcg 
cactcagacc 
tatcgtgagc 
aggggggcgg 
ttaggcttca 
atgtataaaa 



gcttttacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggctcaca 



gggcaaactg 
gaaacagtac 
atcgactcta 
gtgcaatgcg 
agaggtattt 



atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gatacgccgc 



cttcattcca 
gtatggctac 
ctgaacaact 
cctcaggcta 
cagtaggacc 



ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaagg 360 
tcacatcctg 420 
438 



<210> 193 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 193 

atgctagagg 

agaccaaacc 

cacttaggcg 

cactcagaac 

tatcgtgagc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gctattacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcacata 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgtaatgcg 
agagatattt 
a 



gatacctatg 
tatgaaagcg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gaaacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaagaaat 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 194 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 194 

atgatagaag 

agaccaaacc 

cacttaggcg 

cactcagaac 

tatcgtgatc 

aagggggcga 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacag 
tcgaaggcca 
agaaagcggg 
atatgctttg 
gcgagcaggg 
ggatcaca 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgtaatgcg 
agagatattt 



gagacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attagacacg 
cggacaaccg 
gatacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaact 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 3 60 
tcacatcctg 420 
438 



<210> 195 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 195 

atgctagagg 

agaccaaacc 

cacttaggcg 

cactcagacc 

tttcgtgatc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcaca 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
aaaggtattt 



gatacctatg 
tatgaaagcg 
atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gatacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcactt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



<210> 196 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 196 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggctcaca 



gatacctatg aactaaggca taaaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

438 



<210> 197 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 197 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgctt 120 
gtcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg cgagcgggta ctataaaaag 3 60 
gacataccgc cggtcggacc tcatattttg 420 

441 



<210> 198 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 198 

atgatagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gctattacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tttcgtgagc agaaagcggg atcgactcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcaca 

<210> 199 
<211> 438 
<212> DNA 

<213> Artificial Sequence 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

438 



<220> 

<223> Synthetic DNA Sequence 



<400> 199 

atgatagagg 

agaccaaacc 

cacttaggcg 

cactcagacc 

tatcgtgagc 

aagggggcga 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacgg 
tcgaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggctcaca 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgactcta 
gtgcaatgcg 
agaggtattt 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gacacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaagaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
438 



<210> 200 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 

<221> misc_f eature 
<222> 134, 313 
<223> n = A,T,C or G 



<400> 200 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca taaaatactc 60 

agaccaaacc agccgttaga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 

cacttaggcg gctnttacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 

cactcagaac tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 

tatcgtgatc agaaagcggg atcgagtcta attaaacacg ctgaacaaat tcttcgtaag 300 

aggggggcgg acntgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 

ttaggcttca gcgagcaggg agagatattt gatacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggctcacata a 441 



<210> 201 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 201 

atgatagagg 

agaccaaacc 

cacttaggcg 

cactcagacc 

tatcgtgagc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgactcta 
gtgcaatgcg 
agaggtattt 
a 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gatacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 202 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 202 

atgctagagg tgaaaccgat taacgcagag gatacctatg aactaaggca tagaatactc 60 



agaccaaacc agccgataga agcgtgtatg tttgaaagcg atttacttcg tggtgcattt 120 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagaac tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attagacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acatgctttg gtgtaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agagatattt gaaacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggctcacata a 441 



<210> 203 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 203 

atgatagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tttcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggctcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 204 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 204 

atgatagagg tgaaaccgat 
agaccaaacc agccgataga 
cacttaggcg gctattacag 
cactcagacc tccaaggcca 
taccgcgatc agaaagcggg 
aggggggcgg acttgctttg 
ttaggcttca gcgagcaggg 
atgtataaaa ggctcacata 



taacgcagag gatacctatg 
agcgtgtatg tttgaaagcg 
gggcaaactg atttccatag 
gaaacagtac cagctccgag 
atcgagtcta attagacacg 
gtgtaatgcg cggacatccg 
agagatattt gatacgccgc 
a 



aactaaggca tagaatactc 60 
atttacttcg tggtgcattt 120 
cttcattcca ccaggccgag 180 
gtatggctac cttggaaggt 240 
ctgaacaaat tcttcgtaag 300 
cctcaggcta ctacaaaaag 360 
cagtaggacc tcacatcctg 420 

441 



<210> 205 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 205 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca taaaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 206 

<211> 441 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 206 

atgatagaag 

agaccaaacc 

cacttaggcg 

cacccagacc 

tatcgtgatc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggctcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
agaggtattt 



gatacctatg 
tatgaaagcg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gaaacgccgc 



aactgaggca 
atttacttcg 
cgtcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 3 60 
tcacatcctg 420 
441 



<210> 207 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 207 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tttcgtgagc agaaagcggg atcgactcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggctcacata a 

<210> 208 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacctatg aactgaggca tagaatactc 60 
tttgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
caactccgag gtatggctac cttggaaggt 240 
attagacacg ctgaagaaat tcttcgtaag 3 00 
cggacatccg cctcaggcta ctacaaaagg 3 60 
gacacgccgc cagtagggcc tcacatcctg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 208 

atgatagagg tgaaaccgat 
agaccaaacc agccgataga 
cacttaggcg gctattacag 
cactcggaac tccaaggcca 
tatcgtgatc agaaagcggg 
aggggggcgg acatgctttg 
ttaggcttca gcgagcaggg 
atgtataaaa ggatcacata 



taacgcagag gatacctatg 
agcgtgtatg tttgaaagcg 
gggcaaactg atttccatag 
gaaacagtac cagctccgag 
atcgagtcta attagacacg 
gtgcaatgcg cggacatccg 
agaggtattt gatacgccgc 
a 



aactaaggca tagaatactc 60 
atttacttcg tggtgcattt 120 
cgtcattcca ccaggccgag 180 
gtatggctac cttggaaggt 240 
ctgaacaaat tcttcgtaag 300 
cctcaggcta ctacaaaaag 3 60 
cagtaggacc tcacatcctg 420 

441 



<210> 209 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic DNA Sequence 



<400> 209 

atgatagagg tgaaaccgat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttgggcg gcttttacgg gggcaaactg 
cacccagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattc 
atgtataaaa ggatcacata a 

<210> 210 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cgtcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaact tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 3 60 
gaaacgccgc cagtaggacc tcacatcctg 42 0 

441 



<400> 210 

atgatagaag tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gctattacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggatcacata a 

<210> 211 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacctatg aactaaggca taaaatactc 60 
tatgaaagcg atttacttcg tggtgcactt 120 
atttccatag cgtcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gacacgccgc cagtaggacc tcacatcctg 42 0 

441 



<400> 211 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcagacc tcgaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgactcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcacata a 

<210> 212 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacctatg aactaaggca taaaatactc 60 
tttgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 212 

atgatagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 



tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggctcacata a 



attaaacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 213 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 213 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggctcacata a 

<210> 214 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 3 60 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<400> 214 

atgatagaag 

cgccctaatc 

catttgggcg 

cactcagaac 

ttccgtgagc 

aaaggggcag 

cttggtttta 

atgtacaaaa 



tgaaacctat 
agccgataga 
ggttctatcg 
tgcaagggca 
agaaggctgg 
atctgctttg 
gtgagcacgg 
gaatcact 



taacgcagag 
ggcatgcatg 
tggccaattg 
aaagcagtat 
ctcttcgctt 
gtgtaatgca 
cgaagttttc 



gagacttacg 
tatgaaagcg 
atctcgattg 
caattacgag 
attaggcacg 
cgcacgacag 
gaaaccccgc 



aacttcgaca 
atctgctgcg 
cgagtttcca 
ggatggcgac 
ccgaggagat 
cctccggtta 
cggttgggcc 



caagatcctg 60 
gggctcgttc 120 
caaagctgaa 180 
cctcgaagga 240 
actacggaat 300 
ctataaaagg 360 
gcacattctt 420 
438 



<210> 215 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 215 

atgatagaag tgaaacctat taacgcagag gatacttacg aacttcgaca caggatcctg 60 
cgccctaatc agccgttaga ggcatgcatg tatgaaagcg atctgctgcg gggctcgttc 12 0 
catttgggcg ggttctatcg tggcaaattg atctcgattg cgagtttcca ccaagctgaa 180 
cactcagaac tggaagggca aaagcagtat caattacgag ggatggcgac cctcgaagga 240 
ttccgtgagc agaaggctgg ctcttcgctt attaggcacg ccgaggagat actacggaaa 300 
agaggggcag atctgctttg gtgtaatgca cgcacgacag ccgccggtta ctataaaaag 360 
cttggtttta gtgagcaggg cgaaattttc gacaccccgc cggttgggcc gcacattctt 42 0 
atgtacaaaa gaatcact 438 



<210> 216 
<211> 438 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 216 

atgatagaag tgaaacctat taacgcagag gatacttacg aaattcgaca caggatcctg 60 

cgccctaatc agccgttaga ggcatgcatg tatgaaagcg atctgctgcg gggctcgttc 120 

catttgggcg ggttctatcg tggcaaattg atctcgattg cgagtttcca ccaagctgaa 180 

cactcagacc tggaagggca aaagcagtat caattacgag ggatggcgac cctcgaagga 240 

taccgtgatc agaaggctgg ctcttcgctt attaggcacg ccgagcagat actacggaaa 300 

agaggggcag atctgctttg gtgcaatgca cgcacgacag ccgccggtta ctataaaagg 360 

cttggtttta gtgagcaggg cgaagttttc gacaccccgc cggttgggcc gcacattctt 420 
atgtacaaaa aactcact 438 



<210> 217 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 217 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cagtcagaac tggaagggca aaagcagtat 
taccgtgatc agaaggctgg ctctacgctt 
aaaggggcag atctgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaaattttc 
atgtacaaaa gactcact 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgaggagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 3 60 
gacaccccgc cggttgggcc gcacattctt 420 

438 



<210> 218 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 218 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagaac tggaagggca aaagcagtat 
ttccgtgatc agaaggctgg ctcttcgctt 
agaggggcag atctgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaaattttc 
atgtacaaaa gactcact 



gagacttacg aacttcgaca caagatcctg 60 
tatgaaaccg atctgctgcg gggctcgttc 12 0 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgaggagat actacggaaa 300 
cgcacgtcag cctccggtta ctataaaaag 360 
gaaaccccgc cggttgggcc gcacattctt 420 

438 



<210> 219 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 219 



atgctagaag 
cgccctaatc 
catttgggcg 
cactcagacc 
taccgtgagc 
aaaggggcag 
cttggtttta 
atgtacaaaa 



tgaaacctat 
agccgataga 
ggttctatcg 
tgcaagggca 
agaaggctgg 
atctgctttg 
gtgagcaggg 
aaatcact 



taacgcagag 
ggcatgcatg 
tggccaattg 
aaagcagtat 
ctctacgctt 
gtgcaatgca 
cgaagttttc 



gagacttacg 
tatgaaaccg 
atctcgattg 
caattacgag 
attaagcacg 
cgcacgacag 
gacaccccgc 



aacttcgaca 
atctgctgcg 
cgagtttcca 
ggatggcgac 
ccgaggagct 
ccgccggtta 
cggttgggcc 



caagatcctg 60 
gggctcgttc 120 
ccaagctgaa 180 
cctcgaagga 240 
actacggaaa 300 
ctataaaaag 360 
gcacattctt 420 
438 



<210> 220 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 220 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagaac tgcaagggca aaagcagtat 
taccgtgatc agaaggctgg ctcttcgctt 
agaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaagttttc 
atgtacaaaa gaatcactta a 



gatacttacg aacttcgaca caagatcctg 60 
tatgaaagcg atctgctgcg gagcgcattc 120 
atctcgattg cgagtttcca caaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaggcacg ccgaggagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

441 



<210> 221 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 221 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagacc tgcaagggca aaagcagtat 
taccgtgagc agaaggctgg ctcttcgctt 
aaaggggcag atatgctttg gtgtaatgca 
cttggtttta gtgagcacgg cgaaattttc 
atgtacaaaa gaatcact 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgagcagct actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 3 60 
gaaaccccgc cggttgggcc gcacattctt 420 

438 



<210> 222 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 222 

atgctagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cattcagaac tggaagggca aaagcagtat 
taccgtgatc agaaggctgg ctcttcgctt 
agaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaaatttac 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaaccg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac tctcgaagga 240 
attaggcacg ccgaggagat actacggaaa 300 
cgcacgacag ccgccggtta ctataaaaag 360 
gacaccccgc cggttgggcc gcacattctt 420 



atgtacaaaa aactcact 



438 



<210> 223 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 223 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagaac tgcaagggca aaagcagtat 
taccgtgagc agaaggctgg ctctacgctt 
agaggggcag atctactttg gtgcaatgca 
cttggtttta gtgagcacgg cgaaattttc 
atgtacaaaa gactcactta a 



gagacttacg aacttcgaca caagatcctg 60 
tatgaaaccg atctgctgcg gggcgcgttc 120 
atctcgattg cgagtttcca ccaagctgac 180 
caattacgag ggatggcgac cctcgaagga 240 
attaggcacg ccgagcagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaaag 360 
gaaaccccgc cggttgggcc gcacattctt 420 

441 



<210> 224 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 224 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagacc tgcaagggca aaagcagtat 
taccgtgagc agaaggctgg ctcttcgctt 
aaaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaagttttc 
atgtacaaaa gaatcact 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaagcg atctgctgcg gggcgcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaggcacg ccgaggagat actacggaaa 300 
cgcacgacag ccgccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

438 



<210> 225 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 225 

atgatagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggctcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gatacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 226 
<211> 438 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 226 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggccaattg 
cactcagaac tgcaagggca aaagcagtat 
taccgtgagc agaaggctgg ctctacgctt 
aaaggggcag atctgctttg gtgcaatgca 
cttggtttta gtgagcacgg cgaaattttc 
atgtacaaaa gaatcact 



gagacttacg aacttcgaca gaggatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgaggagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

438 



<210> 227 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 227 

atgatagaag tgaaacctat taacgcagag gatacttacg aacttcgaca caggatcctg 60 

cgccctaatc agccgataga ggcatgcatg tatgaaaccg atctgctgcg gggcgcgttc 12 0 

catttgggcg ggtactatcg tggccaattg atctcgattg cgagtttcca caaagctgaa 180 

cactcagaac tgcaagggca aaagcagtat caattacgag ggatggcgac cctcgaagga 240 

taccgtgagc agaaggctgg ctctacgctt attaagcacg ccgagcagct actacgggaa 300 

aaaggggcag atatgctttg gtgcaatgca cgcacgtcag ccgccggtta ctataaaagg 360 

cttggtttta gtgagcaggg cgaagttttc gacaccccgc cggttgggcc gcacattctt 420 
atgtacaaaa aactcact 438 



<210> 228 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 228 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagacc tggaagggca aaaccagtat 
taccgtgagc agaaggctgg ctctacgctt 
agaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcacgg cgaaattttc 
atgtacaaaa gactcactta a 



gatacttacg aacttcgaca caagatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca caaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaggcacg ccgaggagat actacggaaa 300 
cgcacgtcag cctccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

441 



<210> 229 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 229 

atgctagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggccaattg 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaaccg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca caaagctgaa 180 



cactcagacc tggaagggca aaagcagtat caattacgag ggatggcgac cctcgaagga 240 

taccgtgagc agaaggctgg ctctacgctt attaggcacg ccgagcagat actacggaaa 300 

agaggggcag atatgctctg gtgcaatgca cgcacgtcag ccgccggtta ctataaaagg 360 

cttggtttta gtgagcaggg cgaagttttc gaaaccccgc cggttgggcc gcacattctt 420 

atgtacaaaa gactcact 438 



<210> 230 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 230 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagacc tgcaagggca aaagcagtat 
taccgtgagc agaaggctgg ctctacgctt 
agaggggcag atctgctttg gtgcaatgca 
cttggtttta gtgagcacgg cgaagttttc 
atgtacaaaa gactcact 



gatacttacg aacttcgaca caggatcctg 60 
tatgaaaccg atctgctgcg gggctcgttc 12 0 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaggcacg ccgagcagct actacggaaa 300 
cgcacgtcag cctccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

438 



<210> 231 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 231 

atgctagaag tgaaacctat taacgcagag 
cgccctaatc agccgttaga ggcatgcatg 
catttgggcg ggtactatcg tggccaattg 
cactcagaac tggaagggca aaagcagtat 
ttccgtgagc agaaggctgg ctctacgctt 
agaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcacgg cgaaattttc 
atgtacaaaa aactcactta a 



gagacttacg aacttcgaca caagatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgagcagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaaag 360 
gacaccccgc cggttgggcc gcacattctt 420 

441 



<210> 232 
<211> 438 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 232 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggcaaattg 
cactcagacc tagaagggca aaagcagtat 
taccgtgatc agaaggctgg ctctacgctt 
agaggggcag atatgctttg gtgcaatgca 
cttggtttta gtgagcacgg cgaaatttac 
atgtacaaaa aaatcact 



gagacttacg aacttcgaca caggatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgaggagct actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 360 
gaaaccccgc cggttgggcc gcacattctt 420 

438 



<210> 233 



<211> 438 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 
<400> 233 

atgatagaag tgaaacctat taacgcagag 
cgccctaatc agccgataga ggcatgcatg 
catttgggcg ggttctatcg tggccaattg 
cactcagacc tggaagggca aaagcagtat 
taccgtgatc agaaggctgg ctcttcgctt 
agaggggcag atctgctttg gtgcaatgca 
cttggtttta gtgagcaggg cgaaattttc 
atgtacaaaa aaatcact 



gatacttacg aacttcgaca caagatcctg 60 
tatgaaagcg atctgctgcg gggctcgttc 120 
atctcgattg cgagtttcca ccaagctgaa 180 
caattacgag ggatggcgac cctcgaagga 240 
attaagcacg ccgaggagat actacggaaa 300 
cgcacgtcag ccgccggtta ctataaaagg 360 
gacaccccgc cggttgggcc gcacattctt 420 

438 



<210> 234 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 234 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gctattacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
gttaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 235 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 235 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggctcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacgtccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 236 
<211> 441 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 236 

atgctagagg 

agaccaaacc 

cacttaggcg 

cactcagaac 

tatcgtgagc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgttaga 
gctattacgg 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgtaatgcg 
agagatattt 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gaaacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaagaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 237 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 237 

atgatagaag 

agaccaaacc 

cacttaggcg 

cactcagaac 

tatcgtgagc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgataga 
gctattacag 
tccaaggcca 
agaaagcggg 
acttgctttg 
gcgagcaggg 
ggatcacata 



taacgcagag 
agcgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgtaatgcg 
agagatattt 
a 



gatacctatg 
tatgaaagcg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gaaacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaagaaat 
cctcaggcta 
cagtaggacc 



tagaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 238 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 238 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gctattacag gggcaaactg 
cacccagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 239 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 239 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgataga agcgtgtatg 
cacttaggcg gctattacgg gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 



ttaggcttca gcgagcaggg agagatattt gaaacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggatcacata a 441 



<210> 240 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 240 

atgctagagg tgaaaccgat taacgcagag 
agacccaacc agccgataga agtgtgtatg 
cacttaggcg gctattacag gggcaaactg 
cactcagaac tccaaggcca gaaacagtac 
tatcgtgagc agaaagcggg atcgagtcta 
aggggggcgg acttgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaagcg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attaaacacg ctgaagaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 241 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 241 

atgatagaag tgaaacctat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 3 00 
cggacatccg cctcaggcta ctacaaaaag 3 60 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 242 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 242 

atgatagaag tgaaacctat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acatgctttg gtgtaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggatcacata a 



gatacctatg aactaaggca tagaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<210> 243 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 

<221> misc_feature 
<222> 9, 76, 98 
<223> n = A,T,C or G 



<400> 243 

atgctagang 

agaccaaacc 

cacttaggcg 

cactcagacc 

tatcgtgatc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgntaga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acatgctttg 
gcgagcaggg 
ggctcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
agaggtattt 
a 



gatacctatg 
tatgaaancg 
atttccatag 
cagctccgag 
attaaacacg 
cggacatccg 
gacacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtgag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 244 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 



<400> 244 

atgctagaag tgaaacctat taacgcagag 
agaccaaacc agccgataga agtgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agagatattt 
atgtataaaa ggctcacata a 



gatacctatg aactaaggca taaaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacaaaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 42 0 

441 



<210> 245 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 245 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttaggcg gcttttacag gggcaaactg 
cactcagacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 
aggggggcgg acatgctttg gtgcaatgcg 
ttaggcttca gcgagcaggg agaggtattt 
atgtataaaa ggctcacata a 

<210> 246 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacctatg aactaaggca taaaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cgtcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaacaaat tcttcgtaag 300 
cggacatccg cctcaggcta ctacagaaag 360 
gaaacgccgc cagtaggacc tcacatcctg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 246 

atgatagagg 

agaccaaacc 

cacttaggcg 

cactcagacc 

tatcgtgatc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgttaga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acatgctttg 
gcgagcaggg 
ggatcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
ggaggtattt 
a 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gaaacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 247 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 247 

atgatagagg 

agaccaaacc 

cacttaggcg 

cactcagacc 

tatcgtgagc 

aggggggcgg 

ttaggcttca 

atgtataaaa 



tgaaaccgat 
agccgttaga 
gcttttacag 
tccaaggcca 
agaaagcggg 
acatgctttg 
gcgagcaggg 
ggctcacata 



taacgcagag 
agtgtgtatg 
gggcaaactg 
gaaacagtac 
atcgagtcta 
gtgcaatgcg 
agaggtattt 



gatacctatg 
tatgaaaccg 
atttccatag 
cagctccgag 
attagacacg 
cggacatccg 
gaaacgccgc 



aactaaggca 
atttacttcg 
cttcattcca 
gtatggctac 
ctgaacaaat 
cctcaggcta 
cagtaggacc 



taaaatactc 60 
tggtgcattt 120 
ccaggccgag 180 
cttggaaggt 240 
tcttcgtaag 300 
ctacaaaaag 360 
tcacatcctg 420 
441 



<210> 248 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 248 

atgatagagg tgaaaccgat 
agaccaaacc agccgttaga 
cacttaggcg gcttttacag 
cactcagacc tccaaggcca 
tatcgtgagc agaaagcggg 
aggggggcgg acatgctttg 
ttaggcttca gcgagcaggg 
atgtataaaa ggctcacata 



taacgcagag gatacctatg 
agtgtgtatg tatgaaaccg 
gggcaaactg atttccatag 
gaaacagtac cagctccgag 
atcgagtcta attagacacg 
gtgcaatgcg cggacatccg 
agaggtattt gaaacgccgc 
a 



aactaaggca taaaatactc 60 
atttacttcg tggtgcattt 120 
cttcattcca ccaggccgag 180 
gtatggctac cttggaaggt 240 
ctgaacaaat tcttcgtaag 300 
cctcaggcta ctacaaaaag 360 
cagtaggacc tcacatcctg 420 

441 



<210> 249 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 249 

atgctagagg tgaaaccgat taacgcagag 
agaccaaacc agccgttaga agtgtgtatg 
cacttaggcg gcttttacgg gggcaaactg 
cactcggacc tccaaggcca gaaacagtac 
tatcgtgatc agaaagcggg atcgagtcta 



gatacctatg aactaaggca taaaatactc 60 
tatgaaaccg atttacttcg tggtgcattt 120 
atttccatag cttcattcca ccaggccgag 180 
cagctccgag gtatggctac cttggaaggt 240 
attagacacg ctgaagaaat tcttcgtaag 300 



aggggggcgg acatgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agaggtattt gacacgccgc cagtaggacc tcacatcctg 42 0 
atgtataaaa agatcacata a 441 

<210> 250 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 250 

atgctagaag tgaaaccgat taacgcagag gatacctatg aactaaggca taaaatactc 60 
agaccaaacc agccgttaga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 12 0 
cacttaggcg gcttttacgg gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagacc tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgatc agaaagcggg atcgactcta attaaacacg ctgaacaaat tcttcgtaag 300 
aggggggcgg acatgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agaggtattt gaaacgccgc cagtaggacc tcacatcctg 42 0 
atgtataaaa ggctcacata a 441 

<210> 251 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 251 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca tagaatactc 60 
agaccaaacc agccgttaga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagacc tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attaaacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acttgctttg gtgtaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agagatattt gatacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggatcacata a 441 

<210> 252 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 252 

atgatagagg tgaaaccgat taacgcagag gatacctatg aactaaggca tagagtactc 60 
agaccaaacc agccgttaga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 
cacttaggcg gctattacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagaac tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attaaacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acttgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agaggtattt gagacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggctcacgta a 441 



<210> 253 
<211> 441 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Synthetic DNA Sequence 
<400> 253 

atgctagagg tgaaaccgat taacgcagag gatacttacg aactaaggca taaaatactc 60 
agaccaaacc agccgataga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 
cacttaggcg gctattacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagaac tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attagacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acttgctttg gtgtaatgcg cggacatccg cctcaggcta ctacaaaaag 3 60 
ttaggcttca gcgagcaggg agagatattt gatacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggatcacgta a 441 

<210> 254 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 254 

atgctagagg tgaaaccgat taacgcagag gatacctatg aactaaggca tagaatactc 60 
agaccaaacc agccgataga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 
cacttaggcg gcttttacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagaac tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attaaacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acatgctttg gtgcaatgcg cggacatccg cctcaggcta ctacaaaaag 360 
ttaggcttca gcgagcaggg agagatattt gaaacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggctcacata a 441 

<210> 255 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 255 

atgctagagg tgaaaccgat taacgcagag gatacctatg aactaaggca taaaatactc 60 
agaccaaacc agccgttaga agtgtgtatg tatgaaaccg atttacttcg tggtgcattt 120 
cacttaggcg gctattacag gggcaaactg atttccatag cttcattcca ccaggccgag 180 
cactcagacc tccaaggcca gaaacagtac cagctccgag gtatggctac cttggaaggt 240 
tatcgtgagc agaaagcggg atcgagtcta attagacacg ctgaagaaat tcttcgtaag 300 
aggggggcgg acttgctttg gtgtaatgcg cggacatccg cctcaggcta ctacaaaaag 3 60 
ttaggcttca gcgagcaggg agaggtattt gatacgccgc cagtaggacc tcacatcctg 420 
atgtataaaa ggctcacata a 441 

<210> 256 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 256 

atgattgaag tcaaacctat aaacgcggaa gatacgtatg agatcaggca ccgcattctc 60 



cggccgaatc agccgctgga agcatgcaag 
cacctcggcg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg aagcacgctc 
aaaggcgcgg accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 



tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca taatgccgaa 180 
cagctgagag ggatggcgac gcttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 257 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 257 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaatgcc 
ctcggtttca gcgaacaggg cgaagtctac 
atgtattaga aattgacata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cctcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatttg tgagcggtta ctatgaaaag 360 
gacataccgc cgatcggacc ttatattttg 420 

441 



<210> 258 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 258 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg tagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctgc 
atgtataaga aattggcata a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggtacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gatataccgc cgatcggacc tcatattttg 420 

441 



<210> 259 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 



<400> 259 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacata a 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<210> 260 
<211> 441 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 260 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgctgga agcatgcaag 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg aagcacgctc 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctac 
atgtataaga aattgacgta a 

<210> 261 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca taatgccgaa 180 
cagctgagag ggatggcgac gcttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 261 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
catccagagc ttgaaggcca aaaacagtat 
taccgcgagc aaaaagcggg cagtacgctt 
aaaggcgcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaggg cgaagtctgc 
atgtataaga aattgacata a 

<210> 262 
<211> 441 
<212> DNA 

<213> Artificial Sequence 



gatacgtatg agatcaggca ccgcatactc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaaggg 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcggcta ctatgaaaag 360 
gacataccgc cgatcggacc tcatattttg 420 

441 



<220> 

<223> Synthetic DNA Sequence 



<400> 262 

atgattgaag tcaaaccaat aaacgcggaa 
cggccgaatc agccgcttga agcatgtatg 
cacctcggtg gatattaccg gggcaagctg 
cattcagagc ttgaaggcca aaaacagtat 
taccgtgagc aaaaagcggg cagtacgctt 
aagggggcag accttttatg gtgcaacgcc 
ctcggcttca gcgaacaagg cggggtctac 
atgtataaga aattgacgta a 



gatacgtatg agatcaggca ccgcattctc 60 
tatgaaaccg atttgctcgg gggcacgttt 120 
atcagcatcg cttcctttca tcaagccgaa 180 
cagctgagag ggatggcgac acttgaagga 240 
atccgccatg ccgaagagct tcttcggaaa 300 
aggacatctg tgagcgggta ctataaaaag 360 
gatataccgc cgatcggacc tcatattttg 420 

441 



<210> 263 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic Protein Sequence 



<400> 263 



nc L lie 


pi n 

Vjl LI 


Vol byb riU lie? 




Al a 


Glu Asp Thr 


ryr 


PI ii 


Tl e> 
iic 


/\i y 


1 




R 
D 






10 








1 s 

1 J 




His Arg 


11c 


LicU riiy rr LV fibil 


Pi n 


rl \J 


Leu Glu 


Ala 


Pwe 


iiy b 


ryr 


Pi ii 






?n 

At \J 












30 
j \j 






inr Asp 


Leu 


Lieu Arg vjiy inr 


rue 


TT \ — 

til S 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


L*iy 








an 
















T ire T i 

■uyS lieu 


Tl o 

lie 


C q>~ Tl o A 1 a Cor 

oci lie Aid oexr 


Jrlie 


m s 


Pi -n 2i 1 a 

tjin Ala 


pi n 

VjlU 


nib 


Iri vJ 


Pi n 


Leu 


en 

D VJ 












60 










oiu laiy 


Pi n 

tain 


jjys bin iyi vain 


Leu 


Arg 


vjiy wet 


Aia 


1 111 


Leu 


Pi 11 
ulU 


Pi vr 


OD 




/ u 






/ D 










ft n 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu 


Glu 






ft R 






90 












Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






i nn 

1UU 




1 

IUj 








1 1 n 

11U 






Ser Ala 


Ser 


uiy iyi J-yi iiyo 


T \rc 
liy b 


T ,D1 1 


Gly Phe 


Ser 


Pi n 
ul U 


Pi n 


Pi \r 


pi n 

blU 




115 




19 0 

1<S U 








1 oc 
1 Z D 








Val Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


One- Tl n 

his lie 


Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 








1 a n 










Leu Thr 






















145 






















<210> 264 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 264 




















Met He 


Glu 


Val Lys Pro lie 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Pin 
VjlU 


Tl o 

lie 


Arg 


1 




5 






10 








i r 
i o 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


^ys 


Lys 


ryr 


pi ii 

UlU 






20 




25 














Thr Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


P 1 \r 

oiy 




35 




40 








*± D 








Lys Leu 


Val 


Ser lie Ala Ser 


Phe 


His 


Gin Ala 


Glu 


nib 


Pro 


Pin 


T .01 1 

lieu. 


50 




55 








60 










Glu Gly 


Gin 


Arg Gin Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


i nr 


Leu 


Pi n 
VjlU 


Pi \r 

<jiy 


65 




70 






75 










80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu 


Glu 






85 






90 








95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 




105 








110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 




120 








125 








Val Tyr 


Asp 


lie Pro Pro Thr 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 








140 











Leu Thr 
145 



<210> 265 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 265 



rl tr L 


lie 


VjlU. val byb 


el. O 


lie 


Asn 


nla 


IjIU nbp llll 


Tyr 


Pin 
bill 


Tl o 

lie 


ni y 


1 
1 




c: 










1 f! 
1 u 






i D 




nx o 


A IT CI 


Tip T.oii A VTT 
11C ucu Aiy 


XT 1 \J 




m n 


It J. L/ 


UCU uiu nia 




T ."\/c 


iyr 


m ii 

VjlU 






z u 














j u 






1 ill 


7\ on 


Leu Leu Gly 


Ser 


X 111 


pV|p 


ni o 


iicu \jj.y uiy 


iyr 


iyr 


Arg 


uiy 






35 




















Lys 


Leu 


He Ser He 


Ala 




Phe 


Asn 


nin Ala Glu 


His 


Prn 

Irl 


vjl LI 


Leu 




50 






55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 








75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 










90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Ser 


Ala 


Ser Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 






120 






125 








Val 


Tyr 


Asp Thr Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 266 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 266 



Met 


He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 








25 






30 






Thr 


Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 






45 








Lys 


Leu 


Val 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 








55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 








90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 






125 








Val 


Tyr 


Asp 


Thr 


Pro 


Pro Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 








135 






140 










Leu 


Thr 

























145 



<210> 267 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 267 



jyiet 


x xe 


Pi n 

vjXU 


vax Xjys fro xxe 


Asn 


Ala 

Axa 


uiu Asp inr 


Tyr 


vjrX U 


lie 


Arg 


i 

X 












X u 






1 S 




HIS 


Arg 


Tl 0 

xxe 


Lieu Arg fro Asn 


vaxn 


Pro 


LieU laXU Axa 


Cys 


Lys 


Tyr 


Pin 












z o 












TV* v 

inr 


Asp 


Leu 


Lieu Arg t^xy Axa 


trLLQ 


nls 


Lieu oxy vrxy 


Tyr 


Tyr 


Arg 


Pi \7 










*±\J 














Lys 


Leu 


vai 


ber xxe Axa ber 


r)"U rt 

Fne 


nls 


KjLn. AXa vaXU 


nls 


Pro 


pi ii 

bill 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Ala 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp 


Thr Pro Pro Ala 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 268 

<211> 146 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 268 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


1 






5 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 








20 




Thr 


Asp 


Leu 


Leu Arg Gly Ala 


Phe 






35 




40 


Lys 


Leu 


He 


Ser lie Ala Ser 


Phe 




50 




55 




Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


65 






70 




Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 








85 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 








100 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


Thr Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 









145 



Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 




10 






15 




Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 


25 






30 






His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






45 








His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




60 










Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 269 
<211> 146 
<212> PRT 



<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 269 



Mf*1- Tl 

rlc- L. lie 


(Z~\ n 


veil jjyo riu lie 




niu 


Glu Asp Thr 


iyx 


Vjl Li 


Tie 
11c 


."I y 


1 
X 




c 






10 










1 j 




Ul e A VfT 


11C 


T .01 1 A y*rr Dm Jen 
Jjcu niy r I U noli 


Vjlil 


IT 1 


Leu 


Glu 


Ala 


W b 




iy 1 


Hi 11 

Ol Li 






z u 




Z 3 
















1 XIX. n.bp 


J_it: Li 


ijtrLi uiy uiy i in 


T .01 i 
ucu 


nib 


Leu 


Gly Gly 


iyi 


lyi 


Arg 


oiy 




J D 




AO 


















JjyS LcU 


11c 


Cqv- Tl ^ Jl a Ci-iy 

oer i.ie Ala oex 


xrllvs 


ni 0 


Gin 


Ala 


vaXU 


ni 0 


i 1 vj 




J-Jtr Li 


50 




55 










0 u 












n~\ n 

VjJ.il 


lay a bill ■*-jr- L will 


T .01 1 


A rrr 

"i y 


Gly Met 


Ala 


± in 


UC Li 


VJlU 


Ol Li 


65 




70 








/ 0 










80 


Tyr Arg 


Glu 


VjrXii liyS Ala \JJ-Y 


DC! 


1 ill 


Leu 


Tl 0 


Arg 


ill O 


Al ^ 
nld 


vjl Li 


m 11 

vjl Li 






PR 
O D 






Q fi 
y U 














Leu Leu 


Arg 


Tiro Tiro P 1 \ r AT a 
ijys byS bly nld 


ASp 


Leu 


Leu 


Trp 


Cys 


A en 


Al 
nia 


/\i y 


X ill 






100 




105 










110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 




1 on 

1ZU 










1 9 R 

1 Z J 








Val Tyr 


Asp 


lie Pro Pro Thr 


Gly 


Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 










1 /in 










Leu Thr 
























145 
























<210> 270 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 




















<220> 
























<223> Synthetic Protein Sequence 
















<400> 270 






















Met lie 


Glu 


Val Lys Pro lie 


Asn 


Ala 


Glu 


Asp 


Thr 


iyr 


Ol Li 


Tl <a 
11c 


A rrr 


1 




5 






10 










J. 3 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 




l T l tr L. 


ryir 


ni n 

Vjl u 






20 




25 
















Thr Asp 


Leu 


Leu Arg Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


iyr 


A ~YTT 

r\l. y 


oiy 




35 




40 


















Lys Leu 


Val 


Ser lie Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 




55 










60 










Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 




70 








75 










80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 






85 






90 










95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 




105 










110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly 


Gly 




115 




120 










125 








Val Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 










140 











Leu Thr 
145 



<210> 271 
<211> 146 



<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 271 



Mot- 
Tie u 


1 1c 


blu val Lys 


Pro lie 


Asn 


nld 


olU rloty 1 XIX 


ryr 


<jlU 


lie 


A yry 


1 

X 




5 








10 






15 




rll S 


Arg 


lie .ueu. nxy 


Dm A en 


vjlll 


trL \J 


Toil n~\ n & 1 a 
JjcU blU rllcl 




T A/C 

j_>y o 


iyr 


vjl U. 












9 S 












rn"U y- 


Asp 


Leu Leu uiy 


v?ly 1 Ilx 


.file 


Wi c 

n x o 


Lcli \j±y VjXy 


iyr 


iyr 


**i y 


\ji_y 






35 




40 






45 








Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 272 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 272 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 




5 








10 






15 




His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


Val Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 273 



<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 273 



nc L. 




ulU 


\Tzi "1 T ,ve Prn T 1 p 
val uy o c±\J J_J.tr 


A on 
noil 


Al A 

AX d 


nlii Acjfj TVir* 


xyx 


Vjl LI 


Tie 




1 
X 












1 0 
x u 






1 S 

X J 




His 


Arg 


lie 


Leu Arcr Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tvr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


Val 


Ser lie Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 




120 






125 








Val 


Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 274 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 274 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


Val 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Arg 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



f. 



<210> 275 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 275 



i v lfci U 


Tip 
11c 


Pin T7=» 1 Ta/q 
olU vdl Jjyo 


ri (J 1 1c 


A on 


nla 


Pin len T Vi y~ 
blU nby 1111 


lyx 


ni n 


11" 


A IT ft 

/4i y 


1 

-L 












1 n 






J. J 




rllS 


Arg 


lie L*eu Arg 


fro Asn 


bin 


Pro 


T an Pi n Ala 
L€U ulu ilia. 


Lys 


Mot- 


lyr 


pi n 






20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Leu 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 




120 






125 








Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 276 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 276 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu 


Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


Val 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 








60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 










75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 








125 








Val 


Tyr 


Asp 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 277 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 277 



Mat- 




tj-LU 


Val jjys Jrro -L-Le 


Asn 


Ala 


ulU nbp 1 LIL 


iyr 


Pi n 


Tie 
J. ±c 


Arg 


1 






c 
0 












ID 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp 


Thr Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 278 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 278 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 




50 










55 








60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 








125 








Val 


Tyr 


Asp 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 279 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 279 




nee 


x xe 


Glu 


Val 


i 








HIS 


Arg 


He 


Leu 








20 


Thr 


Asp 


Leu 


Leu 






35 




Lys 


Leu 


Val 


Ser 




50 






Glu 


Gly 


Gin 


Lys 


65 








Tyr 


Arg 


Glu 


Gin 


Leu 


Leu 


Arg Lys 








100 


,Ser 


Ala 


Ser Gly 






115 




Val 


Tyr 


Asp 


He 




130 






Leu 


Thr 






145 









Lys 


Pro 


xxe 


Asn 


5 








Arg 


Pro 


Asn 


Gin 


Gly Gly 


Thr 


Phe 








40 


He 


Ala 


Ser 


Phe 






55 




Gin 


Tyr 


Gin 


Leu 




70 






Lys 


Ala 


Gly 


Ser 


85 








Lys Gly 


Ala 


Asp 


Tyr 


Tyr 


Lys 


Lys 








120 


Pro 


Pro 


Thr 


Gly 






135 





Ala Glu Asp Thr 
10 

Pro Leu Glu Ala 
25 

His Leu Gly Gly 

His Gin Ala Glu 
60 

Arg Gly Met Ala 
75 

Thr Leu He Arg 
90 

Leu Leu Trp Cys 
105 

Leu Gly Phe Ser 

Pro His He Leu 
140 



Tyr 


Glu 


He 


Arg 






15 




Cys 


Lys 


Tyr 


Glu 




30 






Tyr 


Tyr 


Arg 


Gly 


45 








His 


Pro 


Glu 


Leu 


Thr 


Leu 


Glu 


Gly 








80 


His 


Ala 


Glu 


Glu 






95 




Asn 


Ala 


Arg 


Thr 




110 






Glu 


Gin 


Gly 


Glu 


125 








Met 


Tyr 


Lys 


Lys 



<210> 280 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 280 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


Val 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 




50 










55 








60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 








125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 



Leu Thr 



145 



<210> 281 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 281 



jxie c 


± ie 


fill TTq 1 T «rn "D -Y~ /~\ 

Ij-LU VaJ. J-»yS rlO 


Tin 

lie 


Asn 


1 




5 






His 


Arg 


lie Leu Arg Pro 


Asn 


Gin 






20 






Thr 


Asp 


Leu Leu Gly Gly 


Thr 


Leu 






35 




40 


Lys 


Leu 


Val Ser He Ala 


Ser 


Phe 




50 




55 




Glu 


Gly 


Gin Lys Gin Tyr 


Gin 


Leu 


65 




70 






Tyr 


Arg 


Glu Gin Lys Ala 


Gly 


Ser 






85 






Leu 


Leu 


Arg Lys Lys Gly 


Ala 


Asp 






100 






Ser 


Ala 


Ser Gly Tyr Tyr 


Lys 


Lys 






115 




120 


Val 


Tyr 


Asp He Pro Pro 


Val 


Gly 




130 




135 




Leu 


Thr 









145 



Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 




10 






15 




Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 


25 






30 






His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






45 








His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




60 










Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 282 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 282 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 



Leu Thr 
145 



<210> 283 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 283 



Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


l 






5 










10 








1 r 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 










ZD 








J u 






Thr Asp 


Leu Leu Gly 


Gly Thr 


rne 


MIS 


Leu Gly Gly 


Tyr 


Tyr 


Pi n 

Ljin 






35 










A C\ 








A R 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 








60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


inr 


Leu 


LjIU 


vjiy 


65 








70 










75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 








85 










90 








q c; 

y j 




Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Aia 


Arg 


i nr 






100 










105 








111) 






Ser Val 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly 


Phe Ser 


LjIU 


(jin 




pi , r 
Ljiy 




115 










120 








1 oc 
lZ D 








Val Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His 


He Leu 


jYie z 


Tyr 


Lys 


Lys 


130 










135 








140 










Leu Thr 




























145 




























<210> 284 


























<211> 146 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 




























<223> Synthetic 


Protein 


Sequence 














<400> 284 


























Met He 


Glu 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 










10 








15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 










25 








30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin 


Gly 




35 










40 








45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 








60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 










75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 








85 










90 








95 




Leu Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 








110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr 


Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 




115 










120 








125 








Val Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Lys 



130 
Leu Ala 
145 



135 



140 



<210> 285 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 285 



Met 


He 


Glu 


Val 


Lys Pro lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


lie 


Arg 


1 








5 






10 






15 




His 


Arg 


He 


Leu 


Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 






25 






30 






Thr 


Asp 


Leu 


Leu 


Gly Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin 


Gly 






35 






40 






45 








Lys 


Leu 


He 


Ser 


He Ala Ser 


Phe 


His 


Lys Ala Glu 


His 


Ser 


Glu 


Leu 




50 






55 






60 










Glu 


Gly 


Gin 


Lys 


Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 






90 






95 




Leu 


Leu 


Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 






105 






110 






Ser 


Val 


Arg 


Gly Tyr Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 






120 






125 








Val 


Tyr 


Asp 


He 


Pro Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 






135 






140 











Leu Thr 
145 



<210> 286 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 286 



Met 


He 


Glu 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


lie 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 



115 120 125 



Val His 


Asp 


JL X c 


Pro Pro Thr Gly 


Ir X KJ 


T-H ci T 1 ^ Ti^i i 
nis lie ucu 


nc l» 


J-yx 


uy o J-iy o 


130 






1 *3 R 
XO J 






140 








Leu Thr 




















145 




















<210> 287 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 














<220> 




















<223> Synthetic 


Protein Sequence 










<400> 287 


















Met He 


Glu 


Val 


Lys Pro He 


Asn 


Ala 


ul U r\zj^J 1 111 


iyx 


rjl ii 

ox u 


lie Arg 


1 






5 






1 0 






15 

X ~J 


His Arg 


He 


Leu 


Arg Pro Asn 


Gin 


Pro 


T.pn din Ala 


Cys 


Lys 


Tyr Glu 






20 






25 










Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Tif=»i i m v m v 

UCU ulj oxy 


iy x 


lyx 


A TCI (21 v 




35 






40 






45 






Lys Leu 


Val 


Ser 


He Ala Ser 


rile 


IT 4 — , 

HIS 


nin Ala Olu 

Vj-Lll illu U1U 


His 


Pro 


Glu Leu 


50 






55 






fin 








Glu Gly 


Gin 


Lys 


Gin Tyr Gin 


Leu 


Arg 


Hlv Mpt Ala 

\j j. y ricu Aia 


Thr 


Leu 


Glu Gly 


65 






70 






7S 






80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


TiPii Tip Am 


His 


Ala 


Glu Glu 








85 






Qn 






95 


Leu Leu 


Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


UC U 1 .L _y O 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


m v Php Qpr 

\J -L. y t 11C QCl 


Glu 


Gin 


Gly Glu 




115 






120 






125 






Val Tyr 


Asp 


Thr 


Pro Pro Val 


Gly 


Pro 


H"i <? Tl P TiPii 
nio j. x c ucu 


Met 


iy x 


y j 


130 






135 






1 40 








Leu Thr 




















145 




















<210> 288 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 














<220> 




















<223> Synthetic 


Protein Sequence 










<400> 288 


















Met He 


Glu 


Val 


Lys Pro He 


Asn 


Ala 


uiu 1 11 J. 


iyx 


fil ii 
ox u 


T "1 <a Ar*fT 
x x c .fix y 


1 






5 






1 n 






1 S 

X J 


His Arg 


He 


Leu 


Arg Pro Asn 


Gin 


Pro 


T.f^ii a~\ ii ai ^ 

ucu vjJ-U niu 


y a 


Lys 


Tyr Glu 






20 






25 






^ n 




Thr Asp 


Leu 


Leu 


Gly Gly Thr 


Phe 


His 


UCU \jJ-y \J-Ly 


r V\7T 

ryr 


iyx 


Ar*rr Ol \/ 
ai y oxy 




35 






40 






ft j 






Lys Leu 


He 


Ser 


He Ala Ser 


Phe 


His 


fll n Ala fil li 
Vjj x i l nl ci ul u 




Ir X O 


VJ1U ucu 


50 






55 






fin 








Glu Gly 


Gin 


Lys 


Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr Arg 


Glu 


Gin 


Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 








85 






90 






95 


Leu Leu 


Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser Ala 


Ser 


Gly 


Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 



115 






120 










125 








Val lyl nojJ 


_L J. tr 


Prn Prn \7z* "1 




Pro 


His 


He 


Leu 


Met 


Tvr* 


Lys 


Lys 






135 










140 










T em TVi r* 
























145 
























<210> 289 
























<211> 146 
























<212> PRT 
























<213> Artificial 


. Sequence 




















<220> 
























<223> Synthetic 


Protein Sequence 
















<400> 289 
























Met He Glu 


Val 


Lys Pro He 


Asn 


Ala Glu Asp 


Thr 


Tyr 


(21 ii 


He 




1 




5 






10 










15 




His Arg He 


Leu 


Arg Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tvr 


Glu 




20 






25 
















Thr Asp Leu 


Leu 


Gly Gly Thr 


Phe 


His 


Leu Gly 


Gly Tyr 




"i y 


Gly 


35 






41) 


















Lys Leu He 


Ser 


He Ala Ser 


Phe 


His 


Gin 


Ala 


r* 1 ii 


ril S 


Pro 


Glu 


Leu 


50 




55 










bU 










Glu Gly Gin 


Lys 


Gin Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 




70 








75 










80 


Tyr Arg Glu 


Gin 


Lys Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 






85 






90 










95 




Leu Leu Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 






105 










110 






Ser Ala Ser 


Gly Tyr Tyr Lys 


Lys 


Leu Gly 


Phe 


Ser 


Glu 


Gin 


Glv 


Glu 


115 






120 










125 








Val Tyr Asp 


Ala 


Pro Pro Thr 


Gly 


Pro 


His 


He 


Leu 


Met 


TVr 


Lys 


Lys 


130 




135 










140 










Leu Thr 
























145 
























<210> 290 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 




















<220> 
























<223> Synthetic 


Protein Sequence 
















<400> 290 
























Met He Glu 


Val 


Lys Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


uiu 


Tl ^ 
-L J_ tr 


•riJ- y 


1 




5 






10 










1 S 




His Arg He 


Leu 


Arg Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 




i Y i 


Glu 




20 






25 










•J u 






Thr Asp Leu 


Leu 


Gly Gly Thr 


Phe 


His 


Leu Gly 


Gly Tyr 


iyx 


fti y 


oi_y 


35 






40 










45 








Lys Leu Val 


Ser 


lie Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


ex. \J 


Glu 


Leu 


50 




55 










60 










Glu Gly Gin 


Lys 


Gin Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 




70 








75 










80 


Tyr Arg Glu 


Gin 


Lys Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 






85 






90 










95 




Leu Leu Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 






105 










110 







» • 

*, M 



C o v A 1 a 
OCX rl±d 


Ser Gly Tyr Tyr 


T A/C 

j_iy t> 


J-Jjf £j 


ucu 


nlv Php 


OCi 


Glu 


Gin 


Gly Gly 




115 






120 








125 






Val Tyr 


Asp 


lie JtrX U rIO 


vox 




Pro 


His He 


Leu 


Met 


Tvr 


Lv<? LiVS 


130 






JL _> -J 








140 








Leu Thr 






















145 






















<210> 291 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein 


Sequence 












<400> 291 




















Met He 


Glu 


Val Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


iyr 


ul LI 


lie n.1 y 


1 




5 








10 










His Arg 


He 


Leu Arg Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


y o 


Mpf- 


ly 1 VJ-L LL 






20 






25 








■3 U 




Thr Asp 


Leu 


Leu Gly Gly Thr 


Pne 


HIS 


Leu Gly Gly 


ryr 




rvL y vj j.y 




35 






40 








*± j 






Lys Leu 


He 


Ser lie Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 




pro 


\JJ -L Li UCU 


50 






55 








60 








Glu Gly 


Gin 


Lys Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Glu 


65 




70 








75 








80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He 


Arg 


Hi e? 


Ala 








85 








90 








95 


Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


ribll 


Al 


ni y ±111. 






100 






105 








110 




Ser Ala 


Ser 


Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


vjlU 


Oi.ll 


m v nl v 




115 






120 








125 






Val Tyr 


Asp 


He Pro Pro 


Val 


Gly 


Pro 


His He 


Leu 




iyr 




130 






135 








140 








Leu Thr 






















145 






















<210> 292 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein 


Sequence 












<400> 292 




















Met He 


Glu 


Val Lys Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


ryr 




Tl a A vrr 
J. -L t: rii y 


1 




5 








10 








1 R 


His Arg 


He 


Leu Arg Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


W S 


J-ijr O 


i y I Vj -L LI 






20 






25 












Thr Asp 


Leu 


Leu Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly 


ryr 


ryr 


ni y \j j.y 




35 






40 








ft D 






Lys Leu 


He 


Ser He Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu Leu 


50 






55 








60 








Glu Gly 


Gin 


Lys Gin Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 




70 








75 








80 


Tyr Arg 


Glu 


Gin Lys Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 






85 








90 








95 


Leu Leu 


Arg 


Lys Lys Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 



» I 







100 




105 






110 






OCX riXct 


Ser Gly Tyr Tyr Lys 


T.ve 
uy o 






i 11C OCX VJJLLi. 


Gin 


Gly Glu 




115 




120 






125 








Val Tyr 


Asp 


j.j.e Fro xrro inr 




ST L KJ 


Hi q 


lie Lieu net 




Lys 




130 




135 








140 








Leu Thr 




















145 




















<210> 293 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 293 


















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu 


Asp Thr Tyr 


vjl LI 


He 


Arg 


1 




5 






10 






15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala Cys 


Lys 


Tyr 


Glu 






20 




2, D 












Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 




Arg Gly 




35 




40 






45 








Lys Leu 


Val 


Ser He Ala Ser 


Phe 


His 


Gin 


Ala Glu His 


Pro 


Glu 


Leu 


50 




55 








60 








Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 


65 




70 








75 






80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He Arg His 


Ala 


Glu 


Ala 






85 






90 






95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu 


Trp Cys Asn 


nici 


Arg 


Thr 






100 




105 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser Glu 


Gin 


Gly 


Glu 




115 




120 






125 








Val Tyr 


Asp 


He Pro Pro Thr 


Gly 


Pro 


His 


He Leu Met 




Lys 


Lys 


130 




135 








140 








Leu Thr 




















145 




















<210> 294 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 294 


















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu 


Asp Thr Tyr 


UlU 


He 


Arg 


1 




5 






10 






15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala Cys 


T ,\7C 

i-i y o 


Tyr 


Glu 






20 




25 












Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


iyr 


Arg 


Gly 




35 




40 






45 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin 


Ala Glu His 


Pro 


Glu 


Leu 


50 




55 








60 








Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu 


Gly 


65 




70 








75 






80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He Arg His 


Ala 


Glu 


Glu 






85 






90 






95 





Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Tyr Asp lie Pro Pro Thr Gly 

130 135 
Leu Thr 
145 



Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 295 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 295 



Met 


lie 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


lie Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 296 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 296 



Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


He Arg 


1 






5 










10 










15 


His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr Glu 






20 










25 










30 




Thr Asp 


Leu 


Leu 


Gly Gly 


Thr 


Phe 


His 


Leu 


Gly 


Gly 


Tyr 


Tyr 


Gin Gly 




35 










40 










45 






Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Lys 


Ala 


Glu 


His 


Ser 


Glu Leu 


50 










55 










60 








Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 








70 










75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu Glu 



85 

Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Val Ser Gly Tyr Tyr Lys Lys 
115 120 
lie Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Thr 
145 



90 95 
Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 297 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 297 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He Arg 


1 






5 






10 




15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Lys 


Tyr Glu 








20 




25 




30 




Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Gin Gly 






35 




40 




45 






Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Lys Ala Glu His 


Ser 


Glu Leu 




50 




55 






60 






Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 


65 






70 






75 




80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg His 


Ala 


Glu Glu 








85 






90 




95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn 


Ala 


Arg Thr 








100 




105 




110 




Ser 


Val 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu 


Gin Gly Glu 






115 




120 




125 






Val 


Tyr 


Asp 


He Pro Pro He 


Gly 


Pro 


His He Leu Met 


Tyr 


Lys Lys 




130 




135 






140 






Leu 


Thr 

















145 



<210> 298 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Synthetic 


Protein 


Sequence 










<400> 298 
















Met He Glu Val 


Lys Pro 


He 


Asn Ala 


Glu Asp 


Thr 


Tyr 


Glu lie Arg 


1 


5 






10 






15 


His Arg He Leu 


Arg Pro 


Asn 


Gin Pro 


Leu Glu 


Ala 


Cys 


Met Tyr Glu 


20 






25 








30 


Thr Asp Leu Leu 


Gly Gly 


Ala 


Phe His 


Leu Gly Gly Tyr 


Tyr Arg Gly 


35 






40 






45 




Lys Leu He Ser 


He Ala 


Ser 


Phe His 


Gin Ala 


Glu 


His 


Ser Glu Leu 


50 




55 






60 






Glu Gly Gin Lys 


Gin Tyr 


Gin 


Leu Arg 


Gly Met 


Ala 


Thr 


Leu Glu Gly 


65 


70 






75 






80 



Tyr Arg 




oJ.ii ujro nxa yj-L y 




Tin y~ 

X 11 J. 


Leu lie Arg His 




ulU Vj J. U. 














90 






Qt: 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 






Val 


Tyr 


Asp 


lie Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 299 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 299 



Met 


He 


Glu Val Lys 


Pro lie 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He 


Arg 


1 




5 








10 




15 




His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Met 


Tyr 


Glu 






20 






25 




30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Arg 


Gly 






35 




40 




45 








Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


Asn 


Gin Ala Glu His 


Pro 


Glu 


Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu 


Glu 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg His 


Ala 


Glu 


Glu 






85 








90 




95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn 


Ala 


Arg 


Thr 






100 






105 




110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu 


Gin 


Gly Glu 






115 




120 




125 








Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu Met 


His 


Lys 


Lys 




130 




135 






140 









Leu Thr 
145 



<210> 300 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Synthetic 


Protein 


Sequence 










<400> 300 
















Met He Glu Val 


Lys Pro 


lie 


Asn Ala 


Glu Asp Thr Tyr 


Glu 


He 


Arg 


1 


5 






10 




15 




His Arg He Leu 


Arg Pro 


Asn 


Gin Pro 


Leu Glu Ala Cys 


Met 


Tyr 


Glu 


20 






25 




30 






Thr Asp Ser Leu 


Gly Gly 


Thr 


Phe His 


Leu Gly Gly Tyr 


Tyr 


Arg 


Gly 


35 






40 


45 








Lys Leu He Ser 


He Ala 


Ser 


Phe Asn 


Gin Ala Glu His 


Pro 


Glu 


Leu 


50 




55 




60 








Glu Gly Gin Lys 


Gin Tyr 


Gin 


Leu Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 



65 






10 




75 










80 


Tyr Arg 


Glu 


ri~\ n T.v/c! Al f\ \7 Qpr Thy 
vjj.11 j_i_y o nia uij oci i ii-t- 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 








O J 


90 










95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala Asp Leu 
100 " ^ 105 


Leu 


Trp 


Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Ala 


Ser 


Gly Tyr Tyr Lys Lys Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 


120 








125 








Val 


Tyr Asp 


Thr Pro Pro Val Gly Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 301 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 301 



Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 








15 


His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


riec 


T "V* f** 111 

iyr biu 






20 








25 








3 U 




Thr Asp 


Leu 


Leu 


Arg 


Ser Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 




35 








40 














Lys Leu 


He 


Ser 


lie 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


HIS 


Pro 


Glu Leu 


50 








55 








60 








Glu Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


inr 


Leu 




65 








70 








75 






80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu 


lie Arg 


His 


Ala 


Glu Glu 








85 








90 








95 


Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg Thr 






100 








105 








110 




Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Gin 


Gly Glu 




115 








120 








125 






Val Tyr 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His 


lie Leu 


Met 


Tyr 


Lys Lys 


130 








135 








140 








Leu Thr 
























145 
























<210> 302 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein Sequence 












<400> 302 






















Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 








15 


His Arg 


lie 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Lys 


Tyr Glu 






20 








25 








30 




Thr Asp 


Leu Leu Gly Ser Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 




35 








40 








45 






Lys Leu 


lie 


Ser 


He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Pro 


Glu Leu 



50 55 60 



U± Li 


vjxy 


Gin 


Lys 


Gin 


Tyr Gin 


JJCU 


O D 










70 






A yrr 
ni y 


Glu 


Gin 


Lys 


Ala Gly 


Cpr 
JC1 










85 






Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


ASp 








100 








Ser 


Ala 


Ser Gly Tyr Tyr Lys 


Lys 






115 








120 


Val 


Tyr 


Asp 


He 


Pro 


Pro Thr 


Gly 




130 








135 




Leu 


Thr 












145 















Arg 1 


Gly Met Ala 


Thr* 


J-JCMJ. 






75 










Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 




90 








95 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 








110 




Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 








125 






Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 



140 



<210> 303 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 303 



Met 


He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 






15 




His 


Arg 


He 


Leu 
20 


Arg 


Pro Asn 


Gin 


Pro 
25 


Leu Glu Ala 


Cys 


Lys 
30 


Tyr 


Glu 


Thr 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 








40 






45 








Lys 


Leu 
50 


He 


Ser 


He 


Ala Ser 
55 


Phe 


His 


Gin Ala Glu 
60 


His 


Pro 


Glu 


Leu 


Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala Gly 


Ser 


Thr 


Leu He Arg 
90 


His 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly Ala 


Asp 


Leu 
105 


Leu Trp Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Ala 


Arg Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 








120 






125 








Val 


Tyr 
130 


Asp 


He 


Pro 


Pro Thr 
135 


Gly 


Pro 


His He Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 
145 



<210> 304 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 304 



Met 


He 


Glu Val 


Lys Pro lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 






15 


His 


Arg 


He Leu 


Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr Glu 






20 






25 






30 




Thr Asp 


Ser Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser 


He Ala Ser 


Phe 


Asn 


Gin Ala Glu 


His 


Pro 


Glu Leu 





50 












Glu Gly 


Gin 


Lys 


Gin 






Oj 














Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala Gly 


Ser 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly Ala 


Asp 


Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 






115 








120 


Val 


Tyr 
130 


Asp 


He 


Pro 


Pro Val 
135 


Gly 



Leu Thr 
145 



60 



ni y 


Gly Met Ala 


± iij. 




Glu Glv 






75 








80 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu Glu 




90 










95 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 










110 




Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Gly 










125 






Pro 


His 


He 


Leu 


Met 


Tyr 


Lys Lys 



140 



<210> 305 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 305 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Glu 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 306 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 306 

Met lie Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 

20 25 30 

Thr Asp Leu Leu Arg Gly Ala Phe His Leu Gly Gly Tyr Tyr Arg Gly 
35 40 45 



T \rc* T .01 1 

Lys lieu 


Tip Q&v Tl a 
i.±tr Del J.J.C 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


T-H c; 
n _l 0 


XT JL U 




JJCU 


0 U 




55 










60 










pi ti r»1 v 




Tyr Gin 


Leu 


Arg 


Gly Met Ala 


± 111. 


Leu 


Glu 


Glu 


OJ 




70 








75 










80 


1 y J7 rii y 




Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


nis 


Ala 


Glu 


Glu 




0 j 








90 










95 




T m 1 T .01 1 
bell JjcU 


rix y ±jy 0 u y 0 


Gly Ala Asp Leu 


Leu Trp 


Cys 


a on 


Ala 


Arg 


Thr 




100 






105 










110 






Cor Ala 


otrxr oiy J-yj- 


Tyr Lys 


Lys 


Leu 


o±y 


it ne 




m n 

01 u. 


Gin Gly Glu 




115 




120 










125 








Val Tyr 


Asp Thr Pro 


Pro Val 


Gly Pro 


His 


He 


Leu 


Met- 
ric L» 


Tyr 


Lys 


Lys 


130 




135 










140 










Leu Thr 
























145 
























<210> 307 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 




















<220> 
























<223> Synthetic Protein Sequence 
















<400> 307 






















Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


iyr 


Glu 


He 


Arg 


1 


5 








10 










15 




His Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 




Lys 


Tyr 


Glu 




20 






25 










30 






Thr Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


iyr 


Tyr Arg Gly 




35 




40 


















Lys Leu 


Val Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


Hi c« 


Pro 


Glu 


Leu 


50 




55 










60 










Glu Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


X ill. 


Leu 


Glu 


Glu 


65 




70 








75 










80 


Tyr Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


nib 


Ala 


Glu 


Glu 




85 








90 










95 




Leu Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 






105 










110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 




Gin Gly Glu 




115 




120 










125 








Val Tyr 


Asp Thr Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


l v l tr C 


Tyr 


Lys 


Lys 


130 




135 










140 










Leu Thr 
























145 
























<210> 308 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 




















<220> 
























<223> Synthetic Protein Sequence 
















<400> 308 






















Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 


5 








10 










15 




His Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 




20 






25 










30 






Thr Asp 


Leu Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr Arg Gly 







Jo 








A fi 


Lys 


Leu 


vai 


Ser 


lie 


Aia oer 


rne 












JJ 




IjlU 


p 1 


Gin 


Lys 


Gin 


iyi vjin 


Leu 


bb 










/ U 




Tyr 


Arg 


Glu 


Gin 


Lys 


Ala \j±y 












85 






Leu 


Leu 


Arg 


Lys 


Lys 


Kjiy Ala 


Asp 








100 








Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 






115 








120 


Val 


Tyr 


Asp 


Thr 


Pro 


Pro Val 


Gly 




130 








135 




Leu 


Thr 












145 



























T4-S c 
nlS 


uJ.u Ala 


Pin 


nis 


Pro 


pi it T .01 1 






D U 








Arg 


oiy net 


Ala 
AXcl 


1 11X 


Leu 


pi n P"| i r 












on 
o u 


Thr 


Leu lie 


A TCI 


His 


Ala 


Glu Glu 




90 








95 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 








110 




Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 








125 






Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 



140 



<210> 309 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 309 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 
20 


Arg 


Pro 


Asn 


Gin 


Pro 
25 


Leu Glu 


Ala 


Cys 


Lys 
30 


Tyr 


Glu 


Thr 


Asp 


Leu Leu Gly 


Ser 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 










40 








45 








Lys 


Leu 
50 


Val 


Ser 


He 


Ala 


Ser 
55 


Phe 


His 


Gin Ala 


Glu 
60 


His 


Pro 


Glu 


Leu 


Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Ala 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 










120 








125 








Val 


Tyr 
130 


Asp 


Thr 


Pro 


Pro 


Thr 
135 


Gly 


Pro 


His He 


Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 
145 



<210> 310 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 310 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 
20 25 30 



inir 


Asp 


Leu Leu Gly 


Gly Thr 


DVio 






J 3 








*i U 


Lys 


T .01 1 
-UfciU. 


vai 


C Tie, 

ber lie 


Ala 

Aia 


Ser 


rue 












D D 




JjlU 


Pi \r 


Pl r-i 


Lys Gin 


Tyr 


Pi n 

ksin 


Leu 


OD 








/ u 






Tyr 


Arg 


bill 


Gin Lys 


Ala 

Aid 


Pi V 

Vaiy 


O c» v- 








Q C 








Leu 


Leu 


Arg 


Lys Lys 


Gly 


Ala 


Asp 








100 








Ser 


Ala 


Ser 


Gly Tyr 


Tyr 


Lys 


Lys 






115 








120 


Val 


Tyr 


Asp 


lie Pro 


Pro 


Val 


Gly 




130 








135 




Leu 


Thr 












145 















His Leu Gly Gly Tyr Tyr Arg Gly 
45 

His Gin Ala Glu His Pro Glu Leu 
60 

Arg Gly Met Ala Thr Leu Glu Gly 

75 80 
Thr Leu lie Arg His Ala Glu Ala 

90 95 
Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Arg Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 311 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 311 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr Tyr Glu He Arg 


1 








5 










10 


15 


His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala Cys Lys Tyr Glu 








20 










25 




30 


Thr 


Asp 


Leu 


Leu Gly 


Gly Ala 


Phe 


His 


Leu Gly Gly Tyr Tyr Arg Gly 






35 










40 






45 


Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu His Pro Glu Leu 


50 










55 








60 


Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg Gly Met Ala Thr Leu Glu Glu 


65 










70 








75 


80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg His Ala Glu Glu 










85 










90 


95 


Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys Asn Ala Arg Thr 








100 










105 




110 


Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu Gly Phe 


Ser Glu Gin Gly Glu 






115 










120 






125 


Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His He 


Leu Met Tyr Lys Lys 




130 










135 








140 


Leu 


Thr 





















145 



<210> 312 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 312 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 



20 



Thr 


Asp 


Leu Leu Glv 


Gly Thr 


Phe 






35 




40 


Ly s 


Leu. 


Tie Ser lie 


Ala Ser 


Phe 




50 




55 




V31U 


VJ J- jf 


m n Tivc; din 


Tyr Gin 


Leu 


65 






70 






ni y 


uiu yJ x 1 1 J— i y o 


Ala Gly 


Ser 






85 








J_itr Li 


Arrr T,\/c; T.\/cs 


mv Ala 








100 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp lie Pro 


Pro Val 


Gly 




130 




135 




Leu 


Thr 








145 











25 30 
His Leu Gly Gly Tyr Tyr Arg Gly 
45 

Asn Gin Ala Glu His Pro Glu Leu 
60 

Arg Gly Met Ala Thr Leu Glu Gly 

75 80 
Thr Leu lie Arg His Ala Glu Glu 

90 95 
Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 313 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 313 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu 


Asp 


Thr Tyr Glu He Arg 


1 








5 










10 




15 


His 


Arg 


He 


Leu Arg 


Pro 


Asn 


Gin 


Pro 


Leu 


Glu 


Ala Cys Lys Tyr Glu 








20 










25 






30 


Thr 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu 


Gly 


Gly Tyr Tyr Arg Gly 






35 










40 








45 


Lys 


Leu 


Val 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin 


Ala 


Glu His Pro Glu Leu 


50 










55 










60 


Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg Gly Met Ala Thr Leu Glu Gly 


65 








70 










75 


80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He Arg His Ala Glu Glu 










85 










90 




95 


Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys Asn Ala Arg Thr 








100 










105 






110 


Ser 


Ala 


Ser 


Gly Tyr 


Tyr 


Lys 


Lys 


Leu Gly Phe 


Ser Glu Gin Gly Glu 






115 










120 








125 


Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His 


He 


Leu Met Tyr Lys Lys 




130 










135 










140 


Leu 


Thr 























145 



<210> 314 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 314 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 
15 10 15 



Hi <3 


fii y 


lie 


Ti^u Arcr Pro Ami 


Gin 


Pro 


Leu Glu Ala 


Cys Lys Tyr Glu 












25 




30 


1 XIX 


Asp 


Leu 


T.en Ar*n f3lv Ala 


Phe 


His 


Leu Glv Glv 


Tyr Tyr Arg Gly 










40 






45 


u y o 


ucu 




Cpr Tie Ala Ser* 


Phe 


His 


Gin Ala Glu 


His Pro Glu Leu 


RO 










60 




Ul Li. 


Vj-L jf 


Gin 


t,vq Hi n Tvr CJl n 


Leu 


Arg 


Glv Met Ala 


Thr Leu Glu Gly 


D D 






70 






75 


80 




n.x y 




ni n T»v«5 Ala filv 


Ser 


Thr 


Leu lie Arcr 


His Ala Glu Ala 








85 






90 


95 


Leu 


Leu 


Attt 
ni y 


T.vq TiV^ CJ 1 v Ala 


Asp 


Leu 


Leu Trp Cys 


Asn Ala Arg Thr 








100 




105 




110 


Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu Gin Gly Gly 






115 




120 






125 


Val 


Tyr 


Asp 


lie Pro Pro Ala 


Gly 


Pro 


His lie Leu 


Met Tyr Lys Lys 




130 




135 






140 




Leu 


Thr 














145 

















<210> 315 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 315 



Met 


He 


Glu Val Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr Glu He Arg 


1 




5 










10 


15 


His 


Arg 


He Leu Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys Lys Tyr Glu 






20 








25 




30 


Thr 


Asp 


Leu Leu Gly 


Ser 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr Tyr Arg Gly 






35 






40 






45 


Lys 


Leu 


He Ser He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His Pro Glu Leu 


50 






55 






60 




Glu 


Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr Leu Glu Gly 


65 






70 








75 


80 


Tyr 


Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu lie Arg 


His Ala Glu Glu 






85 










90 


95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn Ala Arg Thr 






100 








105 




110 


Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu Gin Gly Glu 






115 






120 






125 


Val 


Tyr 


Asp Thr Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met Tyr Lys Lys 




130 






135 






140 





Leu Thr 
145 



<210> 316 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 316 

Met He Glu Val Lys Pro lie Asn Ala Glu Asp Thr Tyr Glu He Arg 



1 
X 








l 0 
i \j 






15 

X 




c Turn Tl o 
nxo ni y lie 


T.pn Arrr Pro Aqti 

UCU nl^ Cd-KJ no 1 1 


Gin 


Pro 


TiPU fil n Al a 




Met 


Tvr 

i y x 


Glu 








£> -J 












1 111. -rt. o |J ucu 


ucu \j -L y \j -L y 1.111. 


Phe 


His 


T.pu Glv Glv 


Tvr 


Tvr 
ly x 


Arg 


Glv 

\jxy 


O c 




AO 














T.vc T.on \Tz* 1 
uy o ucu vai 


Car Tl P A 1 A Cor 

OCX 11C nlu OCX 


Phe 


Asn 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


□ u 


D D 






60 










CZ~\ ii \r (21 n 
uxu vj x y oiii 


r ,\/q m n Tvr fil n 

Uy a VJXli 1 Jf 1 will 


Leu 


rvi y 


Glv Met Ala 


Thr 


Leu 


Glu 


Glv 

vji y 




/ u 






7S 








80 


Twy* Arrr n 1 1 1 

iyi rix y uiu 


oiii uya nlu vjxy 


Cpr 


i in 


TiPii Tl p Arcr 


His 


Ala 


Glu 


Glu 




ftS 






90 






95 




UCU UC Li. n.iy 


T.VQ TiVQ fll V Al^ 

uy o uyiD v7 i_y nia 




Leu 


TiPii Tttj Pvc; 

ucu ± j- \* y j 


Asn 


Ala 


Arg 


Thr 




100 




105 






110 






Cot A "I o Coy" 
Dei Ala Ocl 


m \/ Tvy* Tvy" T 
oiy iyi i yi i_j_y o 


T .VQ 


ucu 


Hi v Php cipr 

Vjxy .t uc ocx 


Glu 


Gin 


Glv 


Glu 


115 




120 






125 








Val ±yL Abp 


llli rlU rXU Vai 


m v 

uiy 


D >- o 
IT 1 kJ 


nib veil ucu 


1 T 1C L. 


Tvr 
ly x 


Lys 


Lys 


1JU 


1 ^ S 
i <j <J 






140 










T ai i T'Vi v 
ucU 1 Hx 


















145 


















<210> 317 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 


















<223> Synthetic Protein Sequence 












<400> 317 


















Met He Glu 


Val Lys Pro He 


Asn 


Ala 


ulU ri.c>y 1111 


TK/Y" 


ulU 


Tip 
x xc 


A YTT 

-tii y 


1 


5 






x U 






X J 




His Arg He 


Leu Arg Pro Asn 


Gin 


Pro 


ucu oi u ni d 


W b 


uy o 


Tvr 
ly x 


Glu 




20 




25 












Thr Asp Leu 


Leu Gly Gly Thr 


Phe 


His 


ucu \ji_y vjx_y 


Tvr 
iyi 


Tvr 
iyi 


Aref 
•rix y 


vjxy 


35 




40 






*± j 








Lys Leu He 


Ser He Ala Ser 


Phe 


His 


m n ai a m ii 

VjXll Aid OX u 


mo 


Pro 


Glu 


Leu 


50 


55 






fin 










Glu Gly Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Cl \/ Mpf- Al a 
uiy ncL- rt.xci 


i in 


T ,Pi i 
ucu 


Ol u 


niv 

uiy 


65 


70 






/ 3 








o u 


Tyr Arg Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




85 






90 






95 




Leu Leu Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 




100 




105 






110 






Ser Ala Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 


115 




120 






125 








Val Tyr Asp 


Met Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 318 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 318 



flcL 


Tip 




\7a ~\ Ta/c Prrt Tie 
vai J-j_y o n u lie 


Sen 
noil 


1 
X 










nib 


Ai, y 


1J.C 


T.on Arrr Pro Acn 


Gin 








9 n 




Thr 

X IIJL 




ucu 


T.eii nl \7 filw TTlT* 

UCU w-Ljr VJljf X XXX 


Phe 






^ 5 




40 


Lys 


Leu 


lie 


cpr Tie Ala Ser 


Phe 












Glu 




Gin 


T.vc m n Tvr ft In 


Leu 


Q D 






/ V 






■fii- y 


vJl Li 


nin Tivc; Ala m v 


Ser 








R5 

O J 




Leu 


Leu 


Arg 


liyb byb vj-Ly nid 


A en 








1UU 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


Thr Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 








145 











Ala 


Glu 
10 


Asp 


Thr 


Tyr 


Glu 


He 
15 


Arg 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tvr 


Glu 


25 










30 






His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 










45 








Asn 


Gin 


Ala 


Glu 
60 


His 


Pro 


Glu 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 






75 










80 


Thr 


Leu 
90 


He 


Arg 


His 


Ala 


Glu 
95 


Ala 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 


105 










110 






Leu 


Gly 


Phe 


Ser 


Glu 
125 


Gin 


Gly 


Glu 


Pro 


His 


He 


Leu 
140 


Met 


Tyr 


Lys 


Lys 



<210> 319 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 319 



Met 


He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 








20 








25 








30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 








45 








Lys 


Leu 


Val 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 




50 








55 








60 










Glu 


Gly 


Leu 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 










85 








90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 








110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 








125 








Val 


Tyr 


Asp 


Thr 


Pro 


Pro Thr 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 320 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 320 



M^f- T1 q 

wee lie 


pi Ti 

lalU 


Val 


Lys 


Pro lie 


Asn 


nla 


Glu 


Asp 


Thr 


iyi 


Pl 11 


Tie 

X X c 


ill y 


i 






«J 








10 










15 




rllS Axy 


Tl o 

lie 


Leu 


Arg 


Jrro noil 


PI n 
bin 


XT 1 (J 


Leu 


Glu 


Ala 


Pwe 




iyi 


Glu 






9 n 








2S 










30 






i nr Abp 


Leu 


Leu 


Arg 


Pi \r 'PVir* 

oiy nxx 


XT lit- 


Hi Q 
nla 


Leu Gly Gly 


iyi 


iyi 


«x y 


Gly 












40 










45 








LyS Jjcu 


Val 




lie 


Ala C o v 
nj.d ofcrx 


flic 


Hi q 
nib 


Gin 


Ala 


Glu 


Hi q 
n x 0 


ri w 


Pi 11 

VJX LI 


Leu 




















60 










Pi 11 Pi A/ 1 

v^iu biy 


Gin 


Lys 


Gin 


iyr bin 


T .01 1 


Arg 


Gly Met Ala 


Thr* 

X ilX 


XlC u. 


Glu 


Glu 


D D 








/ V 








75 










80 


iyr Ary 


Glu 


Gin 


Lys 


Al a Pl v 


OtrX 




Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 








85 


















95 




Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








1 OS 










110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


(jiy 


Fne 


Ser 


Glu 


Gin 


Gly 


Glu 




115 








19 0 










125 








Val Tyr 


Asp 


Thr 


Pro 


IT X. \J nla 




IT X U> 


T_T -I t~, 

HIS 


Tl Q 

lie 


Leu 


Met 


Tvr 
xy x 


Lys 


Lys 


130 








1 

1J J 










1 /i n 

14 U 










Leu Thr 




























145 




























<210> 321 


























<211> 146 


























<212> PRT 


























<213> Artificial Sequence 




















<220> 




























<223> Synthetic 


Protein Sequence 
















<400> 321 


























Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


iyr 


Pl n 


Tl p 
xxc 


A y~rr 
-tiX y 


1 






5 








10 










15 

X ~J 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Lys 


Lys 


iyr 


Pl 11 

ox u. 






20 








25 
















Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


iyr 


Arg 


Pi \/ 
uiy 




35 








40 


















Lys Leu 


Val 


Ser 


He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Lys 


TJ -1 0 

nib 


Pro 


Pl n 
olU 


T ,01 i 
XjC Li. 


50 








55 










60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


X 111 


T .01 1 


Pl n 


Pl V 

uiy 


65 








70 








75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


Hi c; 


Ala 


Glu 


Glu 








85 








90 










95 




Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


A on 
noil 


Al a 


A >-/-r 

rtl y 


Thr 






100 








105 










110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 










125 








Val Tyr 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 


130 








135 










140 










Leu Thr 




























145 





























<210> 322 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 322 














11c 


Glu Val 


Lys 


Pro 


He 


Asn 


1 








5 








Hi q 


Aig 


Tip 
11c 


Leu 


Arg 


Pro 


Asn 


bin 








20 










1 111 


A en 


L6U 


Leu Arg 


Gly Ala 








35 












T 

Lys 


T 

Leu 


He 


Ser 


He 


Ala 


Ser 


.rne 




jU 










55 




VjlU 


pi \r 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


OJ 










70 






Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 










85 








Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 








100 










Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 






115 










120 


Val 


Tyr 


Asp 


Thr 


Pro 


Pro 


Val 


Gly 




130 










135 




Leu 


Thr 














145 

















nla 


pin Aon TVit* 
ulU rliD^J 1X11 


ryr 


PI ii 


lie 


ai y 




i n 

1 u 






1 s 

1 J 




r X u 


T ,oi i Pin ll a 
IjfcrU ulU nla 


\*y £> 


T A/e 
i->y o 


ryr 


Pi 11 

\J -L LI 














Hi c? 


T.^ll P"| W \/ 


iyj_ 


TK/T 
xyj. 




Glv 






*± -J 








Asn 


Pi n alfl Pi n 
bin nla ulU 


Hi a 

nib 


irl O 


Pi i i 
ulU 


Leu 




fin 










A yrr 


p"| v Me>t- Ala 

vjXjr ucu nxa 


Thr 


Leu 


Glu 


Glu 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Ala 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 323 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 323 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


Val 


Ser lie Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 324 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic Protein Sequence 



<400> 324 






■jyiec 


lie 


ValU 


vai Lys f ro lie 


Asn 


1 






c 
J 




nlS 


Arg 


lie 


Leu /\ry rlO Asn 














Tnr 


Asp 


Leu 


Leu kjiy taiy i nr 


lr lie 






j D 




a n 


Lys 


Leu 


vai 


ber lie Aid oer 


rile 




c; n 
OU 








IjlU 


pi,, 


bin 


Lys Liin lyr <jin 


Leu 


bo 






/ u 




Tyr 


Arg 


UlU 


pi- T i ri^ A 1 q pi,, 

bin .Lys Aia oiy 


Ser 








Q R 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 








100 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


lie Pro Pro Thr 


Gly 




130 




135 




Leu 


Thr 








145 











Ala 


ulU ASp 1 XIX 


ryr 


pi ii 

ulU 


Tie 
lie 


Arg 




1 u 






1 ^ 
1 D 




Pro 


T oi i Pi 1 1 A 1 
LcU vji.U. .ft. J. a 




Lyb 


iyr 


PI n 

\jl u. 














rilS 


Leu vjiy vjiy 


Tyr 


Tyr 


Arg 


Pi \/ 

oiy 






*±0 








nlS 


Pi n a 1 =a pi ii 
bin Ala, biu 


Wi e 
nib 


Dro 
IrX U 


Pin 
ulU 


T .oi i 
LcU 




60 










Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 




75 








80 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Ala 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






125 








Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 325 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 325 



Met 


He 


Glu 


Val Lys 


Pro lie 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 






5 








10 








15 




His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 








20 






25 








30 






Thr 


Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 






40 








45 








Lys 


Leu 


Val 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 




50 






55 








60 










Glu 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 










80 


Tyr 


Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 








85 








90 








95 




Leu 


Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 






105 








110 






Thr 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 






120 








125 








Val 


Phe 


Asp 


He Pro 


Pro Thr 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 




130 






135 








140 










Leu 


Thr 

























145 



<210> 326 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 326 












Moi- 


Tin 

ne 


Glu Val 


Lys 


Pro 


lie 


Asn 


l 








c 
j 








nlS 


Arg 


l le 


Leu 


Arg 


Pro 


Asn 


vjin 








20 










inr 


Asp 


Leu 


Leu 




Gly 


Thr 


rne 






35 










a n 


Lys 


Leu 


Val 


Ser 


lie 


Ala 


Ser 


Fne 




jU 










55 








Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


bb 










70 






Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 










85 








Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 








100 










Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 






115 










120 


Val 


Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 




130 










135 




Leu 


Thr 














145 

















/iXa 


uiU riop 1I1X 




m 11 

ui u 


Tl « 






1 f) 










IT X vJ 


Lieu uiu r\xa 


v*y 0 


Mf=>t- 


±y x 


Glu 


Z 3 






1 n 






fix s 


J-rcli VjXy vjiy 


ryx 


lyx 


ni y 


vjxy 














Hi =5 
nx o 


Rln Ala Glu 


His 


Pro 


Glu 


Leu 




60 










Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 327 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 327 



Met 


He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 








25 






30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 






45 








Lys 


Leu 


Val 


Ser 


He 


Ala Ser 


Phe 


Asn 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 








55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 








90 






95 




Leu 


Leu 


Arg 


Arg 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 328 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 328 



i v It= L. 


Tip 
X Xtr 


uXU 


vdl 


Jjyb 


Dm Tl o 


A en 


Al a 


Cl~\ in A qn TVlT* 


iy j. 




He 


Arcr 


1 

X 








-j 








10 * 






15 




nlS 


Arg 


x xe 


L6U 


Arg 


rl U iioll 


m n 

vjXIJ. 


irx 


T.^n m li A 1 ^ 
jjcu ui u A±a 


v- y o 




iyi. 


Glu 








20 








25 






30 






1 LlJL 


Asp 


Leu 


Leu 


Arg 


Ol v Ala 
VJXy rlXd 


■true 


Hi <=• 


JJCU vJ-Ly VJ-Ly 


Tvr* 






Glv 






35 








40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 








55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Ala 










85 








90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 329 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 329 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


lie 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Ala 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 330 
<211> 146 
<212> PRT 



<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 330 



jyieL 


xxe 


Glu Val 


Lys 


cLkj 1J.C 


A cn 


AT Pi 
nld 




iyr 


VJ J. Ll 






1 








c 
D 








1 fi 






1 R 
X o 




nib 


Arg 


lie 


Leu 


Arg 






Prn 


UCU VjlU Ala 






iyir 


Ul Li 








20 








/, D 






o u 






rp1~ -r* 

inr 


Asp 


Leu 


Leu 


Arg 


p1, 7 Ala 

Lriy Axa 


jrne 


nlS 


jjcii v?xy Vj±y 


Tyr 


iyr 


Arg 


Vjxy 






35 






















Lys 


Leu 


Val 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 








55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 








90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 






125 








Val 


Tyr 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 








135 






140 











Leu Thr 
145 



<210> 331 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 331 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


Val 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Lys 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 332 
<211> 146 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 332 



Me c lie 


\aiu vai i«ys 


Pro 


lie 


Asn 


Aia 


vjlU ASp 1I1X 


ryr 


Pl ii 


Tip 
X X tr 




i 
i 












10 






15 




His Arg 


lie Lieu Arg 


Pro 


Asn 


pi n 
kjin 


Pro 


T qi i pi n Alia 
XjCU biu rild 




Xjy a 




PI 11 
VjlU 




Z u 




















inr Asp 


LcU JjcU ax y 


Gly Thr 


Php 
r'ilfc: 


Hi Q 


T ,pi i P"l \r Pi \r 






Ar*n 
-«.xy 


Plv 




j 0 






*± KJ 














Lys Leu 


Val Ser He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


o u 






55 






60 










Glu Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 




70 








7^ 

/ Zj 








80 


Tyr Arg 


Glu Gin Lys 


Ala Gly 


Cor 


1 XIX 


T.on T "1 o Urn 
LicU xxc nxy 




Ala 


Glu 


PI 11 




85 
















95 




Leu Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Pl i; DV»Q CoV" 

vjxy file otii 


Pi n 
VjX U. 


Pl n 


PI V 


PI n 

VJX u. 




115 






120 






125 








Val Tyr 


Asp He Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 






Xf± u 










Leu Thr 






















145 






















<210> 333 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein 


Sequence 












<400> 333 




















Met He 


Glu Val Lys 


Pro 


He 


Asn 


Ala 


Ljiu Asp inr 


Tyr 


blU 


Tl 0 

lie 


Arg 


1 


5 
















1 s 




His Arg 


He Leu Arg 


Pro 


Asn 


Gin 


Pro 


T^ii Pi n Ala 

lieu »aiu Aia 


Cys 


Lys 


Tyr 


pi n 




20 








25 












Thr Asp 


Leu Leu Arg Gly 


Ala 


Phe 


His 


T an P 1 t t Pi ir 

ijeu vjiy <aiy 


Tyr 


Tyr 


Arg 


Pl \r 

vjxy 




35 






40 






45 








Lys Leu 


He Ser He 


Val 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 






55 






60 










Glu Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 




70 








75 








80 


Tyr Arg 


Glu Gin Lys Ala 


Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 




85 










90 






95 




Leu Leu 


Arg Lys Lys Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 






110 






Ser Ala 


Ser Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








Val Tyr 


Asp Thr Pro 


Pro 


Ala 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Thr 


Lys 


130 






135 






140 











Leu Thr 
145 



<210> 334 



<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 334 



ncL 


lie 


pin "\7-a 1 T vc 
(jlU val uys 




Tip 


A en 


Al a 
n j. a 


Glu Asp 


Thr 




Glu 


He 


Arg 


1 




c 
D 










10 








15 




MIS 


Arg 


lie i»eu Arg 


Pro 


A an 


m n 


Pro 


Leu Glu 


Ala 




Lys 


Tyr 


Glu 






z u 
















30 






i fir 


Asp 


lieu Jjcii biy 


Vjiy 


1 IlX. 


XT 11C 


Hi 

XT J. O 


Leu Gly Gly 


iy j. 


Tvr 
1 y J - 


Arg 


Gly 




















45 








Lys 


Leu 


Val Ser He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 






55 








60 










Glu 


Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 




70 








75 










80 


Tyr 


Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 




85 










90 








95 




Leu 


Leu 


Arg Lys Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 






120 








125 








Val 


Tyr 


Asp He Pro 


Pro 


Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 




130 






135 








140 










Leu 


Thr 
























145 



























<210> 335 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 335 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Lys 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 










40 






45 








Lys 


Leu 


Val 


Ser 


He 


Ala 


Ser 


Phe 


Asn 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 
90 


His 


Ala 


Glu 
95 


Ala 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly 


Ala 


Asp 


Leu 
105 


Leu Trp Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 










120 






125 








Val 


Tyr 
130 


Asp 


He 


Pro 


Pro 


Thr 
135 


Gly 


Pro 


His He Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 
145 



<210> 336 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 336 



jxiec 


i le 


blU val Liyo 


at X \J lit; 


A en 
noil 


nia 


vj j. Li. nop i in 


± yx 


Glu 


lie 


Arg 


1 
1 




•J 








10 






15 




nlS 


Arg 


Tl q t an A"r*rr 

lie ireu /vry 


IrXU rioll 


bill 


i -L tJ 


T.^n m n ai & 

Lieu vjiu nxo 


>~ _y o 


Lys 




Glu 




20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


Val Ser lie 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp lie Pro 


Pro Thr 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 337 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 337 



Met 


lie 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 338 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 338 



Met lie 


Glu 


Val 


Lys 


Pro 


He 


Asn 


A 1 a 


Glu Asp 


Thr 


ryr 


pi n 

Ul LI 




Ai y 


i 






5 










10 








1 S 




His Arg 


He 


Leu Arg 


Pro 


Asn 


Pi n 


Pro 


Leu Glu 


Ala 




T.\7G 




\J J- LL 




20 










25 








30 






Thr Asp 


Leu 


Leu Arg 


Gly Ala 






Leu Gly Gly 


ryi 


xyi. 




PI V 




35 










40 








45 








Lys Leu 


Val 


Ser 


lie 


Ala 


Ser 


Jrne 


II -J e 

MIS 


Gin Ala 


Glu 


rl-L o 


Dyrt 


Pi n 


T .01 1 


50 










55 








60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 




T .oi i 

iJC U. 


Pi 11 
VjX LI 


PI n 


65 








70 








75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu 


Glu 








85 










90 








-7 J 




Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


vjlU 


Pi n 

Li±n 




Lys 




115 










120 








1 -)C 








Val Tyr 


Asp 


lie 


Pro 


Pro 


Val 


Gly 


Pro 


His lie 


Leu 




Tyr 


Lys 


Lys 


130 










135 








140 










Leu Thr 




























145 




























<210> 339 


























<211> 146 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 




























<223> Synthetic 


Protein 


Sequence 














<400> 339 


























Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 




Glu 


He 


Arg 


1 






5 










10 








15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 






20 










25 








30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 








45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 










55 








60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 








70 








75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 








85 










90 








95 




Leu Leu 


Arg 


Arg 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 








110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 








125 








Val Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 340 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 340 



Met 


lie 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 








20 








25 








30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly 


Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 








45 








Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Lys Ala 


Glu 


His 


Ser 


Glu 


Leu 




50 








55 








60 










Glu 


Gly 


Glu 


Glu 


Gin 


Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu lie 


Arg 


Tyr 


Ala 


Glu 


Glu 










85 








90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 








110 






Ser 


Val 


Ser 


Gly 


Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 








125 








Val 


Tyr 


Asp 


He 


Pro 


Pro He 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 341 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 341 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


lie 


Arg 


1 








5 








10 








15 




His 


Arg 


He 


Leu 
20 


Arg 


Pro 


Asn 


Gin 


Pro Leu Glu 
25 


Ala 


Cys 


Met 
30 


Tyr 


Glu 


Thr 


Asp 


Leu 
35 


Leu 


Gly 


Gly 


Thr 


Leu 
40 


His Leu Gly 


Gly 


Tyr 
45 


Tyr 


Gin 


Gly 


Lys 


Leu 
50 


He 


Ser 


lie 


Ala 


Ser 
55 


Phe 


His Lys Ala 


Glu 
60 


His 


Ser 


Gly 


Leu 


Glu 


Gly 


Glu 


Glu 


Gin 


Tyr 


Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala 


Gly 


Ser 


Thr Leu lie 
90 


Arg 


His 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly 


Ala 


Asp 


Leu Leu Trp 
105 


Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Val 


Ser 
115 


Gly 


Tyr 


Tyr 


Glu 


Lys 
120 


Leu Gly Phe 


Ser 


Glu 
125 


Gin 


Gly 


Glu 


Val 


Tyr 
130 


Asp 


lie 


Pro 


Pro 


He 
135 


Gly 


Pro His He 


Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 



145 



<210> 342 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 342 



Met 


He 


Asp Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 




5 








10 






15 




His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin 


Gly 






35 




40 






45 








Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Val 


Ser Gly Tyr 


Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 343 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 343 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Ser 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Val 


Ser 


Gly 


Tyr 


Tyr 


Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 



Leu Thr 
145 



<210> 344 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 344 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Lys Ala Glu 


His 


Ser 


Glu 


Leu 


50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro lie 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Ala 
145 



<210> 345 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 345 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


lie 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Cys 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Val 


Arg 


Gly 


Tyr 


Tyr 


Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 
Leu Ala 
145 



135 



140 



<210> 346 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 346 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 








15 


His 


Cys 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr Glu 




20 






25 








30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin Gly 






35 




40 








45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Lys Ala 


Glu 


His 


Ser 


Glu Leu 


50 




55 








60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 






85 








90 








95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 






100 






105 








110 




Ser 


Val 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 




120 








125 






Val 


Tyr 


Asp lie Pro 


Pro He 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 




130 




135 








140 









Leu Thr 
145 



<210> 347 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 347 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 








5 










10 






15 


His 


Arg 


He 


Leu 
20 


Arg 


Pro 


Asn 


Gin 


Pro 
25 


Leu Glu Ala 


Cys 


Met 
30 


Tyr Glu 


Thr 


Asp 


Leu 
35 


Leu 


Gly 


Gly 


Thr 


Phe 
40 


His 


Leu Gly Gly 


Tyr 
45 


Tyr 


Gin Gly 


Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Asn Ala Glu 


His 


Ser 


Glu Leu 


50 










55 






60 








Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 










70 








75 






80 


Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 
90 


His 


Ala 


Glu Glu 
95 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly 


Val 


Asp 


Leu 
105 


Leu Trp Cys 


Asn 


Ala 
110 


Arg Thr 


Ser 


Val 


Ser 
115 


Gly 


Tyr 


Tyr 


Lys 


Lys 
120 


Leu 


Gly Phe Ser 


Glu 
125 


Gin 


Gly Gly 



lie Tyr Asp lie 


riO if L. \j 


lie 




C X KJ 


TJ-j o Tip 


Leu 


Met 


Tvr 


L»vs Lvs 


130 






X J J 








140 








Leu Ala 






















145 






















<210> 348 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic 


Protein 


Sequence 












<400> 348 




















Met lie 


Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


ryr 


Vj X u. 


Tip T^irrt 
x ic r^x y 


1 




5 








10 








1 S 

X -) 


His Arg 


He Leu Arg Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 








20 








25 












Thr Asp 


Leu Leu Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly 


ryr 


lyx 


Ayrr fil v 
ai y vj x y 




35 






40 








A R 






Lys Leu 


He Ser 


He Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


ni & 




fl "I -1 1 T.oi 1 

VJlU Jjcu 


50 






55 








60 








Glu Gly 


Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Th-r 

X IlX 


i_ttr Li 


ulU VjXjr 


65 




70 








75 










Tyr Arg 


Glu Gin 


Lys Ala 


Gly 


Ser 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu Glu 






85 








90 








95 


Leu Leu 


Arg Lys 


Lys Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 




100 








105 








110 




Ser Val 


Ser Gly Tyr Tyr 


Glu 


Lys 


Leu 


Gly Phe 


Ser 


V7X Li. 


0x11 


vJXjr VJlU 




115 






120 








125 






Val Tyr 


Asp He 


Pro Pro 


He 


Gly 


Pro 


His He 


Leu 


rlc l» 


iyr 


T,ve T,vq 

uy 0 xjy 0 


130 






135 








140 








Leu Thr 






















145 






















<210> 349 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic 


Protein 


Sequence 












<400> 349 




















Met He 


Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


ul U 


lie M.X y 


1 




5 








10 








ID 


His Arg 


He Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Ly o 


-l-i y Jd 


T\rv CZl 1 1 
iyi ox u. 




20 








25 








J U 




Thr Asp 


Leu Leu 


Gly Gly 


Ala 


Phe 


His 


Leu Gly Gly 


iyr 


ryr 


m n r;i v 

V7XI1 vJXjr 




35 






40 








A ^ 






Lys Leu 


He Ser 


He Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


nib 


Coy 

OCX 


Pi 11 T .01 1 


50 






55 








60 








Glu Gly 


Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 




70 








75 








80 


Tyr Arg 


Glu Gin 


Lys Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 






85 








90 








95 


Leu Leu 


Arg Lys 


Lys Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 




100 








105 








110 




Ser Val 


Ser Gly 


Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 



115 120 125 

Val Tyr Asp lie Pro Pro He Gly Pro His He Leu Met Tyr Lys Lys 

130 135 140 

Leu Thr 
145 



<210> 350 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 350 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala Glu 


Asp 


Thr 


Tyr 


Glu 


He Arg 


1 








5 








10 










15 


His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro Leu 


Glu 


Ala 


Cys 


Met 


Tyr Glu 








20 










25 








30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His Leu 


Gly 


Gly Tyr Tyr 


Gin Gly 






35 










40 








45 






Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His Lys 


Ala 


Glu 


His 


Ser 


Glu Leu 




50 










55 








60 








Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr Leu 


lie 


Arg 


His 


Ala 


Glu Glu 










85 








90 










95 


Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu Leu 


Trp 


Cys 


Asn 


Ala 


Arg Thr 








100 










105 








110 




Ser 


Ala 


Ser Gly Tyr 


Tyr 


Glu 


Lys 


Leu Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 










120 








125 






Val 


Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro His 


He 


Leu 


Met 


Tyr 


Lys Lys 




130 










135 








140 








Leu 


Ala 



























145 



<210> 351 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 351 



Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


lie 


Arg 


1 






5 








10 








15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro Leu Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His Leu Gly 


Gly Tyr Tyr 


Arg Asp 




35 










40 






45 








Arg Leu 


He 


Ser 


lie 


Ala 


Ser 


Phe 


His Gin Ala 


Glu 


His 


Ser 


Glu 


Leu 


50 










55 






60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr Leu He 


Arg 


His 


Ala 


Glu 


Glu 








85 








90 








95 




Leu Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 



100 105 110 



Ser Val Ser Gly Tyr Tyr Lys Lys Leu Gly Phe Ser Glu Gin Gly Glu 

115 120 125 

Val Tyr Asp He Pro Pro He Gly Pro His He Leu Met Tyr Lys Lys 

130 135 140 

Leu Thr 
145 



<210> 352 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 352 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 




5 






10 








15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro Leu Glu 


Ala 


Cys 


Met 


Tyr Glu 




20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His Leu Gly 


Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His Gin Ala 


Glu 


His 


Ser 


Glu Leu 


50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 






70 




75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr Leu He 


Arg 


His 


Ala 


Glu Glu 






85 






90 








95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu Leu Trp 


Cys 


Asn 


Ala 


Arg He 






100 






105 






110 




Ser 


Val 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu Gly Phe 


Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro His He 


Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Ala 
145 



<210> 353 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 353 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 








5 










10 








15 


His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr Glu 








20 










25 








30 




Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly 


Gly 


Tyr 


Tyr 


Arg Gly 






35 










40 








45 






Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Asn Ala 


Glu 


His 


Ser 


Glu Leu 


50 










55 








60 








Glu 


Gly 


Gin 


Lys- 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 










85 










90 








95 


Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 



100 

Ser Ala Ser Gly Tyr Tyr Glu Lys 
115 120 
Val Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Ala 
145 



105 110 
Leu Gly Phe Ser Glu Gin Gly Glu 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 354 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 354 



Met 


He 


Glu 


Val Lys 


Pro He 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 








15 




His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 








20 






25 






30 






Thr 


Asp 


Leu 


Leu Gly 


Gly Thr 


Phe 


His Leu Gly Gly Tyr Tyr 


Arg 


Asp 




35 






40 






45 








Arg 


Leu 


He 


Ser He 


Ala Ser 


Phe 


His Gin Ala 


Glu 


His 


Ser 


Glu 


Leu 


50 






55 






60 










Glu 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 




75 










80 


Tyr 


Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr Leu He 


Arg 


His 


Ala 


Glu 


Glu 








85 






90 








95 




Leu 


Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 






105 






110 






Ser 


Ala 


Ser 


Gly Tyr 


Tyr Glu 


Lys 


Leu Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 






120 






125 








Val 


Tyr 


Asp 


He Pro 


Pro He 


Gly 


Pro His He 


Leu 


Met 


Tyr 


Lys 


Lys 




130 






135 






140 










Leu 


Thr 























145 



<210> 355 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 355 



Met He Glu 


Val 


Lys 


Pro 


He Asn Ala Glu Asp Thr Tyr Glu 


He 


Arg 


1 




5 




10 


15 




His Arg He 


Leu 


Arg 


Pro 


Asn Gin Pro Leu Glu Ala Cys Lys 


Tyr 


Glu 


20 






25 30 






Thr Asp Leu 


Leu 


Gly 


Gly 


Thr Phe His Leu Gly Gly Tyr Tyr 


Gin Gly 


35 








40 45 






Lys Leu He 


Ser 


Thr 


Ala 


Ser Phe His Gin Ala Gly His Ser 


Glu 


Leu 


50 








55 60 






Glu Gly Gin 


Lys 


Gin 


Tyr 


Gin Leu Arg Gly Met Ala Thr Leu 


Glu 


Gly 


65 






70 


75 




80 


Tyr Arg Glu 


Arg 


Lys 


Ala 


Gly Ser Thr Leu He Arg His Ala 


Glu 


Glu 






85 




90 


95 





Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Thr 
145 



<210> 356 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



Leu Leu Trp Cys Asn Ala Arg lie 
105 110 
Leu Gly Phe Ser Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<220> 

<223> Synthetic Protein Sequence 
<400> 356 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu- Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Phe Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gin Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Val 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 357 

<211> 146 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 357 



Met He 


Glu 


Val 


Arg 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 










10 






15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 






60 










Glu Gly Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 



85 

Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Ala Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Thr 
145 



90 95 
Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Glu 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 358 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 358 



Met 


He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 










15 


His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr Glu 






20 






25 










30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly Tyr Tyr Arg Gly 






35 






40 










45 






Lys 


Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


Ser 


Glu Leu 


50 






55 










60 








Glu 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr Leu Glu Gly 


65 








70 








75 








80 


Tyr 


Arg 


Glu 


Gin Lys 
85 


Ala Gly 


Ser 


Thr 


Leu 
90 


He 


Arg 


His 


Ala 


Glu Glu 
95 


Leu 


Leu 


Arg 


Lys Lys 
100 


Gly Ala 


Asp 


Leu 
105 


Leu 


Trp 


Cys 


Asn 


Ala 
110 


Arg Thr 


Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Gly 






115 






120 










125 






Val 


Tyr 
130 


Asp 


He Pro 


Pro He 
135 


Gly 


Pro 


His 


He 


Leu 
140 


Met 


Tyr 


Lys Lys 



Leu Thr 
145 



<210> 359 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 359 



Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr Tyr Glu He Arg 


1 






5 










10 15 


His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala Cys Met Tyr Glu 




20 










25 


30 


Thr Asp 


Leu 


Leu 


Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly Tyr Tyr Arg Gly 




35 










40 




45 


Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu His Ser Glu Leu 


50 










55 






60 


Glu Gly Gin Lys 


Gin 


Tyr 


Gin 


Leu Arg 


Gly Met Ala Thr Leu Glu Gly 


65 








70 








75 80 



Tyr Arg Glu Gin Lys Ala Gly Ser 
85 

Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Thr 
145 



Thr 


TjPU Tip Arcr 


His 


Ala 


Glu 


Glu 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






125 








Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 360 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 360 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Pro Ala Glu 


His 


Ser 


Glu* Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg lie 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 361 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 361 



Met 


He 


Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 






15 


His 


Arg 


He Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 






20 








25 






30 




Thr 


Asp 


Leu Leu 


Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 






40 






45 






Lys 


Leu 


He Ser 


lie Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 






55 






60 








Glu Gly Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 



65 










Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Ser 


Ala 


Ser 


Gly Tyr 






115 






Val 


Tyr 
130 


Asp 


He 


Pro 


Leu 


Thr 








145 











70 75 
Ala Gly Ser Thr Leu He 
90 

Gly Ala Asp Leu Leu Trp 
105 

Tyr Glu Lys Leu Gly Phe 
120 

Pro He Gly Pro His He 
135 







Ala 


Glu Glu 








95 


Cys 


Asn 


Ala 


Arg Thr 






110 




Ser 


Lys 


Gin 


Gly Glu 




125 






Leu 


Met 


Tyr 


Lys Lys 


140 









<210> 362 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 362 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 






15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 








20 




25 






30 




Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


lie 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 








85 






90 






95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg He 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 






Val 


Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 363 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 363 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg lie Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Met Tyr Glu 

20 25 30 

Thr Asp Leu Leu Gly Gly Thr Phe His Leu Gly Gly Tyr Tyr Arg Gly 

35 40 45 

Lys Leu He Ser He Ala Ser Phe His Gin Ala Glu His Ser Glu Leu 
50 55 60 



Pi 11 


p "1 -i r r*~l r% T ire Pi n TWrv" P 1 n 

\j±y vjj.ri Liyts \jXii lyi v7j.11 




OD 


/ u 




Tyr 


niy vj±y Vjj.11 ijy 0 rtia vjxy 


OCX 




ft ^ 




L6U 


Leu /-iX y J_iy 0 Jjyb vjrj.y *\±cl 










Ser 


Ala Ser Gly Tyr Tyr Glu 


Lys 




115 


120 


Val 


Tyr Asp lie Pro Pro lie 


Gly 




130 135 




Leu 


Thr 




145 







nl y 


ni v Mpi~ Ala Thr 


Leu 


Glu Gly 




75 




80 


Thr 


T1P11 Tip Arcr His 


Ala 


Glu Glu 




90 




95 


Leu 


Leu Trp Cys Asn 


Ala 


Arg Thr 


105 




110 




Leu 


Gly Phe Ser Glu 


Gin 


Gly Glu 




125 






Pro 


His lie Leu Met 


Tyr 


Lys Lys 




140 







<210> 364 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 364 



Met 


He 


Glu Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He 


Arg 


1 






5 








10 




15 




His 


Arg 


He Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Met 


Tyr 


Glu 






20 








25 




30 






Thr 


Asp 


Leu Leu 


Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Gin 


Asp 






35 






40 




45 








Arg 


Leu 


He Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu His 


Ser 


Glu 


Leu 




50 






55 






60 








Glu 


Gly 


Gin Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 


65 








70 






75 






80 


Tyr 


Arg 


Glu Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg Tyr 


Ala 


Glu 


Glu 








85 








90 




95 




Leu 


Leu 


Arg Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn 


Ala 


Arg 


He 






100 








105 




110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Glu 


Lys 


Leu 


Gly Phe Ser Glu 


Gin 


Gly 


Glu 






115 






120 




125 








Val 


Tyr 


Asp He 


Pro 


Pro lie 


Gly 


Pro 


His He Leu Met 


Tyr 


Lys 


Lys 




130 






135 






140 









Leu Thr 
145 



<210> 365 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 365 



Met 


He Glu 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He Arg 


1 






5 










10 




15 


His 


Arg He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Met 


Tyr Glu 






20 










25 




30 




Thr Asp Leu Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Arg Gly 




35 










40 




45 






Lys 


Leu He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu His 


Pro 


Glu Leu 





DU 
















r*~\ n 

±11 


Lys 


Gin 


Tyr Gin 


UC LI 


DD 










70 




Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala Gly 


Ser 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly Ala 




Ser 


Ala 


Ser 


Gly Tyr Tyr Glu 


Lys 






115 








120 


Val 


Tyr 
130 


Asp 


lie 


Pro 


Pro lie 
135 


Gly 


Leu 


Thr 












145 















60 



Atct 


Gly Met Ala 


Thr 


Leu 


Glu Gly 






75 








80 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu Glu 




90 










95 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 










110 




Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Glu 










125 






Pro 


His 


He 


Leu 


Met 


Tyr 


Lys Lys 



140 



<210> 366 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 366 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Glu 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 367 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 367 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 

20 25 30 

Thr Asp Leu Leu Gly Gly Thr Phe His Leu Gly Gly Tyr Tyr Arg Gly 
35 40 45 



T i rrt T .01 1 

LiyS bcU 


lie 


Cor* Tl o Ala Qor 
OCI .LJ.tr nld jcI 


pVip 


Hi C5 


Gin 


Ala Glu His 


Pro 


Glu 


Leu 


DU 












60 








blu vjiy 


bin 


■LiyS bill J-Y- 1 - vjXII 






Gly Met Ala Thr 


Leu 


Glu 


Glu 














75 






80 


iyr Arg 


blU 


\j±Il LtyS Ala. vjiy 


Qor 


Thr* 
i in 


Leu 


He Arg His 


Ala 


Glu 


Glu 




o □ 






90 






95 




T oi i T qi i 
JjcU LcU 


niy 


T Are T ,\;c m \r A 1 A 
ijyo iiyb Vjiy rt.J-d 


nb|J 


Jjcu 


Leu Trp Cys Asn 


Ala 


Arg 


He 






100 




105 






110 






Cor Al a 
oci Ala 




oiy j.yi -Lyi oiu. 




T .oi i 


oiy 


rfie ber ij±u 


Gin 


Gly Glu 




115 




120 






125 








Val Tyr 


Asp 


T 1 o Drr> TDi^o Tip 
lie xrl U rlU 11c 


r«l \r 
vjiy 


IT J. W 


His 


He Leu Met 




Lys 


Lys 


130 




1 O J 








14U 








Leu Thr 




















145 




















<210> 368 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 368 


















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu 


Asp Thr Tyr 


Glu 


He 


Arg 


1 




5 






10 






15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala Cys 


Met 


Tyr 


Glu 




20 




25 












Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


iyi 


Arg Gly 




35 




40 






45 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin 


Ala Glu His 


OC1 


Glu 


Leu 


50 




55 








60 








Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


UC LL 


Glu 


Gly 


65 




70 








75 






80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


lie Arg His 


Al Pi 


Glu 


Glu 






85 






90 






95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu 


Trp Cys Asn 


Ala 


Arg 


Thr 






100 




105 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser Glu 


Gin 


Gly Gly 




115 




120 






125 








Val Tyr 


Asp 


He Pro Pro lie 


Gly 


Pro 


Tyr 


He Leu Met 


±yx 


Lys 


Lys 


130 




135 








140 








Leu Thr 




















145 




















<210> 369 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 369 


















Met He 


Glu 


Val Lys Pro lie 


Asn 


Ala 


Glu 


Asp Thr Tyr 


Glu 


He 


Arg 


1 




5 






10 






15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala Cys 


Lys 


Tyr 


Glu 






20 




25 






30 






Thr Asp Leu Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Arg 


Gly 











/ n 

*± u 


T .WG 

Jjy o 


T .01 1 


lie 


Qay Tip A 1 =3 Cpr 

oci 11c nia oci 


IT liC 




D U 














jjyb vjj.ii 1 y j. 0J.11 




0 D 






/ u 




ryr 






uiii uyo niu uiy 


OCX 








0 D 




Leu 


Leu 


Arg 


Liys LiyS \z±y AJ.a 


ASp 








1UU 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


lie Pro Pro lie 


Gly 




130 




135 




Leu 


Thr 








145 























Hi q 


Gin Ala 


Glu 


Hi «; 


JCi 


VJJ.U ucu 






60 








Arg 


Gly Met Ala 


Thr* 
1 in 




uiu uiy 




75 








80 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu Glu 




90 








95 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 








110 




Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Gly 








125 






Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 



140 



<210> 370 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 370 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro He 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 371 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 371 

Met He Glu Val Asn Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Met Tyr Glu 
20 25 30 



TV) t fieri 


Leu Leu Gly Gly Thr 




His 


Leu Gly Gly 


Tvr 


Tvr 


Arg Gly 




J D 












45 








T.VQ Tif^ll 

J_IJf o JJC u. 


lie 


ber lie Aia ber 


Phe 


His 


Asn 


Ala Glu 


His 


Ser 


Glu 


Leu 


J U 




55 








60 












Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 






70 








75 








80 




Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 






85 






y \j 








95 




JJCU ucu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 






Asn 


Ala 


Arg 


Thr 






100 




105 








110 






iJC J. v CL-L 


Ser Gly Tyr Tyr Glu 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Gin 


Gly Glu 




115 




120 








125 








Val Tyr 


Asp 


He Pro Pro He 




Pro 


n j_ o 


_L±fcr OCX 


Met 


Tvr 


Lys 


Lys 


130 




135 








140 










Leu Thr 






















145 






















<210> 372 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 372 




















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tvr 


Glu 


He 


Arg 


1 




5 






10 








15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 




25 








30 






Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 




Tvr 


Arg 


Gly 




35 




40 








45 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Pro 


Glu 


Leu 


50 




55 








60 










Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 




70 








75 








80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 






85 






90 








95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 




105 








110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 




115 




120 








125 








Val Tyr 


Asp 


He Pro Pro He 


Gly 


Pro 


His 


He Leu 


Met 


Tvr 
y 


Lys 


Lys 


130 




135 








140 










Leu Ala 






















145 






















<210> 373 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 373 




















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 




5 






10 








15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Lys 


Tyr 


Glu 









z u 




9 R 






J u 




1 nr 


Asp 


Leu 


Ton Pi \r Pi tr Ala 

Leu \j±y vjxy Ala 




Hi q 
nx o 




lyx 


ly x 


Am m v 






J D 




f± u 












Ly s 


]_i6U. 


Tic, 
lie 


Ocl lie nia OCX 




Hi c; 


Pi n Qor Pi 1 1 


His 


Pro 


Glu Leu 




0 U 










D U 








ijiu 


pi \r 


pi n 


Xjyo vjxii iyi vjxii 


T ,pi i 
uc u. 


a r~rr 
r\±- y 


Pi w MpI - Ala 
oiy nc l. nio 


Thr 

J. 111 


Leu 


oiu nlv 


00 


















80 


iyr 


ax y 


\JlU 


T on Ta/c Ala pi v 

LicU Xjyo rixct Vjxy 


Coy 


i ill. 


T.pii Tl o A yrt 
ucu lie JTXl y 


Hi c; 
niij 


Ala 


Glu Glu 

VJ1U U1U 














QO 






95 


T Dl 1 


IJCU 


Aiy 


Xiyb Xiyb uiy nia 


A cr\ 


JJCU 


T.pn Tit* P\/c 

JJCU lip V*Jf 3 


noil 


Ala 


Arg lie 








i no 




1 OR 

1UJ 






110 

1 1 u 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp 


lie Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 








Leu 


Thr 


















145 





















<210> 374 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 374 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


He 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 375 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 375 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 
15 10 15 



Hi q 
nx 9 


r\JL y 


Tl P 
lie 


ijcu Aiy adii 


Gl n 


Prn 
f j- w 


TjPu Gin Ala 


Cvs 


Met 


Tyr Glu 


















^0 




Th-r 
i hi. 




JJCU 


T.Pn Glv Gl v Thr 
ucu uiy uxjf i ii-L 


Php 

xr i ic; 


His 


T.pi ] Glv Glv 

±Jy^ Li VJijr OXjf 


Tvr 

j. y x 


Tvr 


Arg Gly 










40 






45 






T.VQ 


TiPi] 

iJCU 


Tie 

X XC 


Car Tip Ala <?er 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




so 










60 








Glu 

ox u. 


Glv 


Gin 


TiV«! Gin Tvr Gin 


Leu 


Ara 


Glv Met Ala 


Thr 


Leu 


Glu Gly 








70 






75 






80 


Tvr* 


ax y 


gi n 

OX LI 


Gin T ,vq Ala Glv 
ulii xi _y >D n x cj. uiy 


Ser 


Thr 


TiPU Tip Afcr 

■i—i x x r^x y 


His 


Ala 


Glu Glu 








85 






90 






95 




jjcu 


.rix y 


T.v<5 TiVc; Glv Ala 


Sen 


Leu 


TiPU Tm Gv*5 


Asn 


Ala 


Arg Thr 












1 OS 

X \J _J 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 






Val 


Tyr 


Gly 


lie Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 








Leu 


Thr 


















145 





















<210> 376 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 376 



Met 


He 


Glu 


Ala Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 








15 


His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr Glu 








20 






25 








30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 






40 








45 






Lys 


Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Glu Leu 




50 






55 








60 








Glu 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 








70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 








85 








90 








95 


Leu 


Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 








100 






105 








110 




Ser 


Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 






120 








125 






Val 


Tyr 


Asp 


He Pro 


Pro He 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 




130 






135 








140 








Leu 


Thr 























145 



<210> 377 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 377 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 



X 




c 
0 






1 n 
1 u 






1 s 

X J 




His Arg 


He 


T oi i A -y~t~T D "Y~ t~\ Aon 
Leu niy rlO /loll 


Ulll 


IT X 


T.on Pi 11 Ala 
liCU vjlu rtla 




T.\7Q 

J-jy o 


xy x 


Glu 






o n 
z U 




& 3 






o u 






Thr Asp 


Leu 


T Ql 1 Pi PI \; TVir* 

jjcu uxy uxy nix 


Pho 

XT lit? 


III C3 


T.on Pl \/ Pi \r 
ijcu uiy uxy 


iyx 


iyx 


Ar*rr 
rtx y 


Pi v 




35 




AC\ 
f± U 














Lys Leu 


He 


Cor* Tl o A 1 a Cor* 
OCX lit: nld OCI 


Pho 


nx o 


Pi r* Ala fJl 11 
Ulll nld vjXU 


His 


Ser 


Glu 


Leu 


50 




J -J 






fin 










Glu Gly Gin 


.uys bin iyx vjj.ii 


T .01 1 


A r*rr 

ax y 


Pl v- Mot- Al a 
uiy ricru axo, 


TVi r* 

1 11X 


T.on 

-L/C Ll 


Pl n 

Ul Ll 


OI V 

uiy 


65 




/ u 






/ 3 








on 
o u 


Tyr Arg 


Glu 


pi « t tr« Ala Pi \r 

uin ijys Ala uiy 


Cor 


1 XIX 


T oi i Tl o Ar*rr 
Xjc U 11c riX y 


nio 




Pi ll 
\3l Ll 


Pl 11 

Ul Ll 






OJ 






Qn 

y u 










Leu Leu Arg 


T i r« Tire* P 1 ip jl a 

j_»ys j-»ys uiy Aj.a 


Asp 


Leu 


T oil r Tr*r*» P\7cj 

jjcu iiy ^y«» 


A en 
.Moll 


Al ^ 
nla 


A r*rr 
«x y 


X HI 






100 




105 






110 






Ser Ala 


Ser 


PI \r rru rru/y T ire 

uiy iyr lyr iiyo 




T .01 1 
J_i tr LI 


n~\ \r PVio Cor* 
uiy XT ilC OCX 


Pi n 
ul U 


His 


Pl v 
uiy 


Glu 




115 




120 






125 








Val Tyr 


Asp 


lie xrro irro lie 


Pi w 

uiy 


Pro 


Ui c« Tl o T.oii 
nib lie J-ifcrU 


Mat- 


iyr 


T A/Q 

i_>y o 


T .\7C* 

i_) y o 


130 




i j j 






1 AO 










Leu Thr 




















145 




















<210> 378 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 378 


















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Plii A en TPVi t* 
VjXU /lap 1X1X 


iyr 


pl n 
ul U 


Tl o 

lit: 


A r*rr 

Arg 


1 




5 






1U 






1 D 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


T di i Pin Ala 
Jjcu U1LL rllcl 




iic L. 


iyx 


Pl ii 

Ul Ll 






20 




25 






o u 






Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


T on Pi w Pi 

1j6u uiy uiy 


iyr 


THrr* 

iyr 


Arg 


pi l r 

uiy 




35 




40 






/I c; 

*ij 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Pi n Al a pi ii 
Vjin Ala ulU 


nib 


Cor* 


pi n 

ul Ll 


JJCU 


50 




55 






D U 










Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Pi \r Mot- Ala 
uiy riet. Ala 


1 XIX 


T oi i 
Jjcu 


pl n 

Ul U. 


pi v 
uiy 


65 




70 






7 R 
/ D 








on 
o u 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


T en i Tl a A r*i"r 

Jjcu lie Aiy 


nib 


Al a 
nla 


Pi n 


Pl 11 

UX LL 






85 






on 






Q C 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 




105 






110 






Ser Val 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 




120 






125 








Val Tyr 


Asp 


He Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 






140 











Leu Thr 



145 



<210> 379 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 379 



Mot- Tl d 

jxieu xxe 


Pin \7a 1 T \rc 
Vj-LU Val JjyS 


Pro 


He 


A en 


Ala 


ulU nay xxxi 


iyx 




xxc 


A yrr 


i 

1 


-> 










1 0 






15 




nis rax. y 


Tip t ,01 i A ~rct 
j — l c jjcu in. y 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cvs 

v-y 0 


Met 


Tvr 


Glu 


















30 






Th y A QTi 

1 XXI nop 


T1P11 T ,pi l A yet 
ucu ucu ftiy 


Gly Ala 


Phe 


His 


Leu Glv Glv 

J-ICU UXjf UXj 


Tvr 
j- y x 


Tvr 

j.y x 


Arg 


Glv 

vjxy 










40 






45 








jjyo Lieu 


Tlo Qpr Tip 
11c oci 11c 


Ala 


Ser 


IT 1IC 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


j U 






55 






fin 










pin r:i \/ 


oi.il Jjyo uin 


Tyr 


Gin 


UC LI 


A rrr 
«x y 


HI v Mpf Ala 
oxy i T i c l. ma 


Thr 


Leu 


Glu 


Gly 






70 
















80 


TW ry A >-/-T 

iyx /ixy 


vjxu. vjixx i_/_y 0 


Ala Gly 


Car- 
OCX 


x. xxx 


UCU X X C r\±- y 


His 


Ala 


Glu 


Glu 




0 3 










-7 v 






95 




T .01 1 T di 1 


rix y J-iy 0 i-*y 0 


Gly Ala 


A cn 
nop 


T.01 1 


xjcu x x p v^y 0 


Asn 


Ala 


Arg 


Thr 




N 100 








105 






110 






v- Ala 
OCX nlct 




Tyr 


Glu 


JJjr O 


UC Li. 


fllv Php Qp-K- 

\jXjr fllC OCX. 


Glu 


Gin 


Glv 

vjxy 


Glu 




115 






120 






125 








Val Tyr 


Asp He Pro 


Pro 


He 


vjxy 


i 1 LJ 


U-i e T "| *a T jOI l 
nio xxc xjclx 


Mpr 
nc l. 


iyx 


xiy 0 


Lys 


130 






135 






140 










Leu Thr 






















145 






















<210> 380 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein 


Sequence 












<400> 380 




















Met He 


Glu Val Lys 


Pro 


He 


Asn 


Ala 


Pi 11 A cn T'Vtv 
uiu nou 1 xxx. 


±yx 


Hi 11 

VJX lx 


Tl P 
xxc 


A "rrr 
ni y 


1 


5 










1 n 

X \j 






X J 




His Arg 


He Leu Arg 


Pro 


Asn 


Gin 


Pro 


XjcU. ulU nld 




rlC L, 


iyx 


ni n 

Ol LX 




20 








25 












Thr Asp 


Leu Leu Gly Gly 


Ala 


Phe 


His 


xjclx Vjxy biy 




TH/v* 

xyx 


will 


vjiy 




35 






40 






f± Zj 








Lys Leu 


He Ser He 


Ala 


Ser 


Phe 


His 


nin Ala Val 


His 


Ser 


Glu 


Leu 


50 






55 






fin 










Glu Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


rjlv Mpr Ala 
vjxy ncL nia 


X XIX 


T.pi i 


Glu 


niv 

oiy 


65 




70 








7 S 








80 

O L/ 


Tyr Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


xjclx xxc nxy 


His 


Ala 


Glu 


Glu 




85 




















Leu Leu 


Arg Lys Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 






110 






Ser Val 


Ser Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 




115 






120 






125 








Val Tyr 


Asp lie Pro 


Pro 


He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 






140 











Leu Thr 
145 



<210> 381 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 381 



M 0 f- Tip 
1*1 e L. lie 


ulU 


Val L/yb lie 


a on 


Ala. 


Pi 11 A en TVit* 
uiu na^z 1. 1 ix 


iyi 


pi 11 


lie 

x xe 




1 
X 




R 






10 

X \J 






15 




nib rix y 


lie 


T .01 1 6rff O yes Acn 
bell r\L y rlU rloil 


OXll 


Pro 


T.^n Pi 11 Al ^ 

XiGLL UlU xAXCl 




Mot- 
ile L, 


lyx 


Glu 






20 




25 






30 






T*Vi -y- A en 
lllx AiDLy 


T .01 1 
lieu 


Lieu uiy \jxy iiii 


C 11C 


Hi Q 

ni 0 


lieu vjxy vjx_y 


iyi 


iyi 


Arg 


Plv 

vjx y 




*35 




40 






45 








Lys Lieu 


±ie 


ocl lie Ala oci 


.file 


Ui a 
nib 


Pin Ala Pi n 
oXIl ftld VjlU 


nib 


OCX 


pi 11 


T .01 i 
JjcU 


50 




55 






60 










Pin r*1 \r 

vjiu oiy 


xil S 


jjys tain lyi bin 


T Dl 1 

JjcU 


niy 


PI \7 Mfaf- a 1 ^ 
vjly l ¥ lct rAlcl 


l ill 


T ,01 1 
lie U. 


PI 11 


Pi 11 
VjX u. 


fi 5 










75 








80 


lyx Aig 


pi 11 


P.1 n T.a/cj Ala Pi \7 


OCX 


1 111 


T.^n Tip Arrr 
iicu xxe niy 


Hi cj 

n X 0 


Ala 


Pi 11 


Glu 












90 






95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






1 oo 




105 

X U J 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 




115 




IlU 






195 








Val Tyr 


Asp 


Tin Dy^ 'D-K*/ W k \7zi 1 

lie rlU rlU Val 


pi \/ 


ri iJ 


Ui o Tl 0 T.on 
nib lie XieU 


i T ie l. 


iyi 


T ,VQ 

xty 0 


Xijr 0 


130 




1 

IJJ 






1 AO 

1*± U 










Leu Thr 




















145 




















<210> 382 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 382 


















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


olU nSp 1 llx 


iyr 


Pi 11 
ulU 


Tl 0 
lie 


Arg 


1 




5 






1 0 
1 u 






1 5 
1 j 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


T m 1 Pi 11 A 1 n 

Lieu oiu Aia 


Cys 


Lys 


Tyr 


pin 

olU 






20 




25 






"*o 






Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


T aii Pi \r Pi \r 

lieu uiy vjxy 


lyr 




"i y 


Pi \/ 

uiy 




35 




40 






45 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Pi n a 1 a Pi n 
uin nla ulU 


Hi q 
n x 0 


Ocl 


Pi 11 
OX U. 


T .01 1 
JjcU 


50 




55 






60 










Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


PI \r Mot- Ala 

yiy rict Ala 


1 111 


lie LL 


PI 11 


PI V 


65 




70 






75 








80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu lie Aiy 


nlo 


a 1 a 
nla 


Pin 
ulU 


Pi n 

ol U 






85 






90 






95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 




105 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 




120 






125 








Val Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 


130 




135 






140 











Leu Thr 
145 



<210> 383 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 383 












lie 


Glu 


Val 


Lys 


pro lie 


Asn 


l 








5 






HIS 


Arg 


He 


Leu 


Arg 


Pro Asn 


vjin 








20 








m"u 

i nr 


Asp 


Leu Leu Gly 


Gly Thr 


pne 






35 










Lys 


Leu 


He 


Ser 


He 


Ala ber 


pne 




DU 
















Gin 


Lys 


Gin 


Tyr Gin 


Leu 


DO 














Tyr 


Arg 


Glu 


Gin 


Lys 


Aia vjiy 


Ser 










85 






Leu 


Leu 


Arg 


Lys 


Lys 


(jiy Ala 


Asp 








100 








Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 






115 








120 


Val 


Tyr 


Asp 


He 


Pro 


Pro Val 


Gly 




130 








135 




Leu 


Thr 












145 















r\XCi 


Ul H Asp i. 111. 


i J i 


OX LI 


He 


Arcr 




J. V 






1 R 

X ~> 




Pro 


T on Pi ii Ala 
ijtrU blU i-ixcx 




j-ty o 


ryr 


m ii 

\J X LI 








o V 






nib 


lieu oxy \j±y 




r P\ry 

iyir 


<rvx y 


vjxy 














rixs 


n~\ n Ala Ol 11 
oJ.Il nla ulU 


rid. id 


Cpr 
OCX 


m ii 


T ,pi i 

XJtT LI 




fin 












filv Met Ala 


Thr 


Leu 


Glu 


Glv 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




90 






95 




Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 384 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 384 



Met 


He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 








10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 








25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Val 


His 


Ser 


Glu 


Leu 




50 








55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 








90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 








120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 385 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 



<223> Synthetic Protein Sequence 



<400> 385 






Met 


Tl- 
116 


CjIU 


Val Lys Pro lie 


Asn 


1 






5 




His 


Arg 


lie 


Leu Arg Pro Asn 


bin 








20 




Ala 


ASp 


Leu 


Leu Gly Gly Thr 


Fne 






j D 




4U 


Lys 


Leu 


lie 


Ser lie Ala ber 


Fne 




5U 




55 




Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


65 






1 0 




Asn 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 








85 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 








100 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


Val Pro Pro lie 


Gly 




130 




135 




Leu 


Thr 








145 











Aia 


vjiu Asp inr 


Tyr 


pi ii 

VjlU 


lie Arg 




1U 








Pro 


T /~n i pi n Ala 

Lieu biu /\j_a 




Lys 


TKrv* Pin 








o u 




rllS 


Lieu vjriy vaiy 


Tyr 


Tyr 








fx J 






rllS 


p1 n A 1 2 Pill 

Vj±n Ala blu 


nib 


Pro 


Pin T 01 1 




o u 








Arg 


Gly Met Ala 


inr 


Leu 


pi n pi , 7 

CjlU vjiy 




75 






80 


Thr 


Leu lie Arg 


His 


Ala 


Glu Glu 




90 






95 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 


105 






110 




Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






125 






Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




140 









<210> 386 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 386 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg. He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Arg 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu Leu 


50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 




85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg He 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 387 
<211> 146 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Synthetic Protein Sequence 



<221> unsure 
<222> 17 

<223> Xaa = His or Pro 



<400> 387 



wec 


t1 A 

lie 


vjlU 


vai ijys rio lie 


Asn 


i 






D 




Aaa 


Arg 


lie 


Lieu Arg Fro Asn 


Pi r> 

vjin 








ZD 




Thr 


Asp 


Leu 


Leu Gly (aiy Tnr 








35 




40 


Lys 


Leu 


He 


Ser He Ala Ser 


Phe 




50 




55 




Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


65 






70 




Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 








85 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 








100 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 









145 



Ala 


Glu 
10 


Asp 


Thr 


Tyr 


Glu 


He 
15 


Arg 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr 


Glu 


















His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 










45 








His 


Gin 


Ala 


Glu 
60 


His 


Pro 


Glu 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 






75 










80 


Thr 


Leu 
90 


He 


Arg 


His 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 


105 










110 






Leu 


Gly 


Phe 


Ser 


Glu 
125 


Gin 


Gly 


Gly 


Pro 


His 


He 


Leu 
140 


Met 


Tyr 


Lys 


Lys 



<210> 388 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 388 



Met 


He 


Glu 


Ala 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Thr 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 389 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 389 



i v ie u lie 


Glu 


Val 


Lys 


Pro 


He 


A cr 


AT a 
nJLd 


ulU O 1111 


lyx 


Glu 


He 


Aires 


i 
x 






5 










10 






15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 




SZ J- \J 


T.f^ll fll 11 Al rk 

UCU vji.11 rvia 


Cys 


Met 




Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 






60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 






rii v Mpf Ala 


Thr 


Leu 


Glu 


Glv 


65 








70 
















80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 










90 






95 




Leu Leu 


Arg 


Lys 


Lys 


Gly Ala 


A CT> 


T ,01 1 
J-j tr u. 


T ,pi i T'yo fv Q 


Asn 


Ala 


Arg 


Thr 






100 










105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








Val Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


mo 11c jjcu 






Lys 


Lys 


130 










135 






1 AO 

1?U 










Leu Thr 


























145 


























<210> 390 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 
















<220> 


























<223> Synthetic 


Protein 


Sequence 












<400> 390 
























Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


kj±U riSp 1 llX 


iyr 


olU 


Tl ~ 
J. -Lfci 


A yet 


1 






5 










10 






15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 










55 






60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 










90 






95 




Leu Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 






110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








Val Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 391 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 391 



Met 


He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


± 






5 








10 






15 




His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Leu 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 






40 






45 








Lys 


Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 






55 






60 










Glu 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys 
85 


Ala Gly 


Ser 


Thr 


Leu He Arg 
90 


Gin 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Arg 


Lys Lys 
100 


Gly Ala 


Asp 


Leu 
105 


Leu Trp Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Ala 


Ser 
115 


Gly Tyr 


Tyr Lys 


Lys 
120 


Leu 


Gly Phe Ser 


Glu 
125 


Gin 


Gly 


Gly 


Val 


Tyr 
130 


Asp 


He Pro 


Pro Val 
135 


Gly 


Pro 


His He Leu 
140 


Met 


Tyr 


Lys 


Glu 



Leu Thr 
145 



<210> 392 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 392 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Asp 


Leu 


50 










55 








60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 








125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 393 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 393 



Met 


He 


Glu Val 


Lys 


Pro 


He 


Asn 


Ala 


Gly Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 394 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 394 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 
20 


Arg 


Pro 


Asn 


Gin 


Pro 
25 


Leu Glu Ala 


Cys 


Lys 
30 


Tyr 


Glu 


Thr 


Asp 


Leu 
35 


Leu 


Gly 


Gly 


Thr 


Phe 
40 


His 


Leu Gly Gly 


Tyr 
45 


Tyr 


Arg 


Gly 


Lys 


Leu 
50 


He 


Ser 


He 


Ala 


Ser 
55 


Phe 


His 


Gin Ala Glu 
60 


His 


Ser 


Glu 


Leu 


Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 
85 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 
90 


His 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Arg 


Lys 
100 


Lys 


Gly 


Ala 


Asp 


Leu 
105 


Leu Trp Cys 


Asn 


Ala 
110 


Arg 


Thr 


Ser 


Ala 


Ser 
115 


Gly 


Tyr 


Tyr 


Lys 


Lys 
120 


Leu 


Gly Phe Ser 


Glu 
125 


Gin 


Gly 


Glu 


Val 


Tyr 
130 


Asp 


He 


Pro 


Pro 


He 
135 


Gly 


Pro 


His He Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 



145 



<210> 395 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 395 



Met 


He 


Glu Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 










10 








15 




His 


Arg 


Val Leu 
20 


Arg 


Pro 


Asn 


Gin 


Pro 
25 


Leu Glu 


Ala 


Cys 


Met 
30 


Tyr 


Glu 


Thr 


Asp 


Leu Leu Gly 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 








45 








Lys 


Leu 


He Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 








55 








60 










Glu 


Gly 


Gin Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 










80 


Tyr 


Arg 


Glu Gin 


Lys 
85 


Ala 


Gly 


Ser 


Thr 


Leu He 
90 


Arg 


His 


Ala 


Glu 
95 


Glu 


Leu 


Leu 


Arg Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 








110 






Ser 


Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 








125 








Val 


Tyr 
130 


Asp Val 


Pro 


Pro 


Val 
135 


Gly 


Pro 


His He 


Leu 
140 


Met 


Tyr 


Lys 


Lys 



Leu Thr 
145 



<210> 396 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 396 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Arg 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Gly 


Leu 




50 










55 








60 










Glu 


Gly 


Lys 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Gly 






115 










120 








125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 



Leu Thr 
145 



<210> 397 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 397 



Met 


He 


Glu Val Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 




5 








10 






15 




His 


Arg 


He Leu Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 






30 






Thr 


Asp 


Leu Leu Glu Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He Ser He Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 




55 






60 










Glu 


Gly 


Gin Lys Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 




70 








75 








80 


Tyr 


Arg 


Glu Gin Lys Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp He Pro Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 398 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 398 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Asp 


Glu 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 



130 
Leu Thr 
145 



135 



140 



<210> 399 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 399 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 






5 






10 






15 




His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Gly 








20 




25 






30 






Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 




40 






45 








Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


Gin 


Pro 


Glu 


Leu 




50 




55 






60 










Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 




105 






110 






Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Gly 






115 




120 






125 








Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 400 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 400 



Met 


He 


Glu 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 








15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 








30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 










40 








45 








Lys 


Leu 


He 


Ser 


lie 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Glu 


Leu 




50 










55 








60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 










80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu lie 


Arg 


His 


Ala 


Glu 


Glu 










85 










90 








95 




He 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 








110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Gly 



115 120 125 



Val Tyr 


Asp He Pro 


Dy"A 


VaJ. 


Gly Pro 


Hie; Tl 








Lys 


Lys 


130 














X *± \J 










Leu Thr 
























145 
























<210> 401 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein 


Sequence 














<400> 401 






















Met He 


Glu Val Lys 


Pro 


He 


Asn 


Ala 


Glu Asp 


Thr 




UlU 


He 


Arg 


1 


5 










10 








15 




His Arg 


Val Leu Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 




1*1 tS L. 


Tyr 


Glu 




20 








25 














Thr Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


iyr 


iyr 


Arg Gly 




35 






40 








A R 








Lys Leu 


He Ser He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


Mi o 
ft 1 Jd 


rio 


Glu 


Leu 


50 






55 








60 










Glu Gly 


Gin Lys Pro 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


1 ill. 


T ,oi i 
J_itr u. 


Glu 


Gly 


65 




70 








75 










80 


Tyr Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


Hi a. 


nia 


Glu 


Glu 




85 










90 








95 




Leu Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Aon 


Ala 


Arg 


Thr 




100 








105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


\J -L U. 


VJJ.11 


Gly Glu 




115 






120 








125 








He Tyr 


Asp He Pro 


Pro 


He 


Gly 


Pro 


His He 


Leu 


1*1 1= L 


iyr 


Lys 


Lys 


130 






135 








140 










Leu Thr 
























145 
























<210> 402 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein 


Sequence 














<400> 402 






















Met He 


Glu He Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Vj-LU 


He 


Arg 


1 


5 










10 








15 




His Arg 


He Leu Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


rlcL 


Tyr 


Glu 




20 








25 








■5 u 






Thr Asp 


Leu Leu Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 




35 






40 








A ^ 








Lys Leu 


He Ser He 


Ala 


Ser 


Phe 


His 


Gin Ala 


Glu 


U-i a 
rll S 


Pro 


Glu 


Leu 


50 






55 








60 










Glu Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 




70 








75 










80 


Tyr Arg 


Glu Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 




85 










90 








95 




Leu Leu 


Arg Lys Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 



115 120 
Val Tyr Asp lie Pro Pro Val Gly 

130 135 
Leu Thr 
145 



125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 403 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 403 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He Arg 


1 




5 








10 




15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Met 


Tyr Glu 






20 






25 




30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly Tyr 


Tyr 


Arg Gly 






35 




40 




45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu His 


Ser 


Glu Leu 


50 




55 






60 






Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 


65 






70 






75 




80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg His 


Ala 


Glu Glu 






85 








90 




95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn 


Ala 


Arg Thr 






100 






105 




110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu 


Gin 


Gly Glu 






115 




120 




125 






Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu Met 


Tyr 


Lys Lys 




130 




135 






140 







Leu Thr 
145 



<210> 404 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 404 



Met 


He 


Glu 


Val 


Lys 


Pro 


lie 


Asn 


1 








5 








His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 








20 










Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 






35 










40 


Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 




50 










55 




Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


65 










70 






Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 










85 








Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 



100 



Ala 


Glu Asp Thr Tyr 


Glu 


He 


Arg 




10 




15 




Pro 


Leu Glu Ala Cys 


Met 


Tyr 


Glu 


25 




30 






His 


Leu Gly Gly Tyr 


Tyr 


Arg 


Gly 




45 








His 


Gin Ala Glu His 


Pro 


Glu 


Leu 




60 








Arg 


Gly Met Ala Thr 


Leu 


Glu 


Glu 




75 






80 


Thr 


Leu He Arg His 


Ala 


Glu 


Glu 




90 




95 




Leu 


Leu Trp Cys Asn 


Ala 


Arg 


Thr 


105 




110 







Ser Ala Ser Gly Tyr Tyr Lys Lys Leu Gly Phe Ser Glu Gin Gly Glu 

115 120 125 

Val Tyr Asp lie Pro Pro Val Gly Pro His lie Leu Met Tyr Lys Lys 

130 135 140 

Leu Thr 
145 



<210> 405 

<211> 146 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 

<400> 405 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 






15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 








20 




25 






30 




Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 








85 






90 






95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 406 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 406 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 








5 










10 






15 




His 


Arg 


Val 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 










40 






45 








Lys 


Leu 


He 


Gly 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




Leu 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 



100 

Ser Ala Ser Gly Tyr Tyr Glu Lys 
115 120 
Val Tyr Asp lie Pro Pro lie Gly 

130 135 
Leu Thr 
145 



105 110 
Leu Gly Phe Ser Gly Gin Gly Glu 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 407 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 407 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 




5 








10 






15 




His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 






30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 








Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 




55 






60 










Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 






75 








80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 




120 






125 








Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 




130 




135 






140 











Leu Thr 
145 



<210> 408 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 408 



Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


1 






5 








His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 






20 










Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 




35 










40 


Lys Leu 


He 


Ser 


lie 


Ala 


Ser 


Phe 


50 










55 




Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


65 








70 






Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 



85 



Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 




10 






15 




Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 


25 






30 






His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






45 








His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 




60 










Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 




75 








80 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 




90 






95 





Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val His Asp He Pro Pro Val Gly 

130 135 
Leu Thr 
145 



Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Glu 
125 

Pro His He Leu Met Tyr Lys Lys 
140 



<210> 409 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 409 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 






15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 








20 




25 






30 




Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Glu 


65 






70 






75 






80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 








85 






90 






95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg He 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Gly 






115 




120 






125 






Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 410 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 410 



Met He 


Glu 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp Ala 


Tyr 


Glu 


He 


Arg 


1 






5 










10 






15 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr 


Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Gly 


Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 










55 






60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 








70 








75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala 


Gly Ser Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 



85 

Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Tyr Asp lie Pro Pro Val Gly 

130 135 
Leu Thr 
145 



90 95 
Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Gly 
125 

Pro His lie Leu Met Tyr Lys Lys 
140 



<210> 411 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 411 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr Tyr Glu 


He Arg 


1 






5 






10 


15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys Met 


Tyr Glu 








20 




25 


30 




Thr 


Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly Tyr Tyr 


Arg Gly 






35 




40 




45 




Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu His Ser 


Glu Leu 


50 




55 






60 




Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr Leu 


Glu Gly 


65 






70 






75 


80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He Arg His Ala 


Glu Glu 








85 






90 


95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn Ala 


Arg Thr 








100 




105 


110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu Gin 


Gly Gly 






115 




120 




125 




Val 


Tyr 


Asp 


He Pro Pro Val 


Gly 


Pro 


His He Leu Met Tyr 


Lys Lys 




130 




135 






140 




Leu 


Thr 















145 



<210> 412 














<211> 146 














<212> PRT 














<213> Artificial Sequence 










<220> 














<223> Synthetic 


Protein 


Sequence 






<400> 412 














Met He Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr Tyr Glu 


He Arg 


1 


5 








10 


15 


His Arg He Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Ala Cys Met 


Tyr Glu 


20 








25 


30 




Thr Asp Leu Leu 


Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly Tyr Tyr 


Arg Gly 


35 






40 




45 




Lys Leu He Ser 


He Ala 


Ser 


Phe 


His 


Gin Ala Glu His Pro 


Glu Leu 


50 




55 






60 




Glu Gly Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala Thr Leu 


Glu Gly 


65 


70 








75 


80 



Tyr Arg Glu Gin Lys Ala Gly Ser 
85 

Leu Leu Arg Lys Lys Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Tyr Asp lie Pro Pro Val Gly 

130 135 
Leu Thr 
145 



Thr 


Leu lie 


Arg 


His 


Ala 


Glu 


Glu 




90 








95 




Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 


105 








110 






Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Gly 








125 








Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 413 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 413 



Met 


He 


Glu Val Lys 


Pro lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Lys 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Leu 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 




55 






60 








Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 






85 








90 






95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp He Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 414 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Synthetic 


Protein 


Sequence 












<400> 414 




















Met He Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He 


Arg 


1 


5 








10 






15 




His Arg He Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 


20 








25 






30 






Thr Asp Leu Leu 


Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 


35 






40 






45 








Lys Leu Val Cys 


He Ala 


Ser 


Phe 


His 


Lys Ala Glu 


His 


Ser 


Glu 


Leu 


50 




55 






60 










Glu Gly Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Asp 


Gly 



65 




70 




Tyr 


Arg Glu Gin Lys Ala Gly 


Ser 






o c 

85 




Leu 


Leu 


Arg Lys Lys Gly Ala 


Asp 






100 




Ser 


Val 


Ser Gly Tyr Tyr Glu 


Lys 






115 


120 


Val 


Tyr 


Asp lie Pro Pro Val 


Gly 




130 


135 




Leu 


Thr 






145 









75 80 



Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 




90 










95 




Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 


105 










110 






Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Glu 










125 








Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 



140 



<210> 415 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 415 



Met 


He 


Glu Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr Glu 


He 


Arg 


1 






5 








10 


15 




His 


Arg 


He Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys Met 


Tyr 


Glu 




20 








25 


30 






Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly Tyr Tyr 


Arg Gly 






35 






40 




45 






Lys 


Leu 


He Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu His Pro 


Glu 


Leu 


50 






55 






60 






Glu 


Gly 


Gin Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr Leu 


Glu 


Glu 


65 








70 






75 




80 


Tyr 


Arg 


Glu Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg His Ala 


Glu 


Glu 






85 








90 


95 




Leu 


Leu 


Arg Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys Asn Ala 


Arg 


Thr 






100 








105 


110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu Gin 


Gly Gly 






115 






120 




125 






Val 


Tyr 


Asp He 


Pro 


Pro He 


Gly 


Pro 


His He Leu Met Tyr 


Lys 


Lys 




130 






135 






140 






Leu 


Thr 



















145 



<210> 416 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 416 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 

20 25 30 

Thr Asp Leu Leu Gly Gly Thr Phe His Leu Gly Gly Tyr Tyr Arg Gly 

35 40 45 

Lys Leu He Ser He Ala Ser Phe His Gin Ala Glu His Pro Glu Leu 
50 55 60 



Pi ,1 Pi v 


PI n 


T wo P"l n TH/v P 1 n 

Lyb vjxxi vjj.ii 


Jjcu 


«i y 


Plv Mpf Ala Thr 

VJO.JT lie U r\A.CX i. 111. 


Leu 


Glu Gly 


DD 










/ J 






80 


TV ry 7\ yn 

lyr /\ry 


Pi n 
vj-L U. 


Pin T.\7C Ala rjl v 
bill i-iy o nla oiy 




Thr 

± 1 1 J- 


TiPn Tip Arcr Hi «5 


Ala 


Glu 


Glu 




O J 






90 




95 




T 01 1 T qi i 
LicU LcU 


niy 


T.-vre Ta/c Pi \r Si a 
Jjjf b J-l_/ KjXy nla 


A en 


T.pn 


T.pn Tt*d Pvc: Asn 


Ala 


Arg 


Thr 






100 




105 




110 






oei nla 


Cor 


PI \/ Tvt* TH/y T 

Uiy Ijr ■ L JT" L JJjf o 




Leu 


Plv Phe Ser Glu 


Gin 


Gly Gly 




115 




120 




125 








Val Tyr 


Asp 


lie r*i U riu lie 


PI V 

uiy 


1 1 \j 


H"? <? Tip T.pn MPt" 
nis lie ucu lieu 


Tvt 


Lys 


Lys 


130 










140 








Leu Thr 


















145 


















<210> 417 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 


















<223> Synthetic Protein Sequence 










<400> 417 
















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


PT ii Sen TVit* THry 
olU r\ajj 1X11 iyi 


Pi 11 

ulU 


He 


Arg 


1 




5 






1 u 




15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


T.pn Pin Ala Pv9 

UCU V7J.U mCL V-'Jr J3 


Met 


Tyr 


Glu 






20 




25 




-J w 






Thr Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


T.can Pi \/ Pi V TVT" 

jjcu \ji_y oiy j. j. 


iyi 


Arg Gly 




35 




40 












Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Pin Ala Pin Hi<? 
vjiii mo. oxu niis 


Ser 


Glu 


Leu 


50 




55 














Glu Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Plv Mp(- Ala Thr 
\j -L y net nla i in 


Leu 


Glu Gly 


65 




70 






7 R 

/ D 






80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


bcli lie niy fllb 


Al a 


Glu 


Glu 






85 










95 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


jjcii iiy tyo 


Al a 

nla 


Arg 


Thr 






100 




105 




110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Pi \7 PVlP ^pt Pi 11 
\j a. y rue ocl uiu 


Gin 


Gly Gly 




115 




120 




125 








Val Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


nio lie iicu hcl 


Tvt* 

iyi 


Lys 


Lys 


130 




135 






140 








Leu Thr 


















145 


















<210> 418 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 


















<223> Synthetic Protein Sequence 










<400> 418 
















Met He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


He 


Arg 


1 




5 






10 




15 




His Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys 


Lys 


Tyr 


Glu 






20 




25 




30 






Thr Asp Leu Leu Gly Gly Thr Phe His 


Leu Gly Gly Tyr 


Tyr 


Arg 


Gly 




35 




40 




45 








Lys Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu His 


Pro 


Glu 


Leu 



ou 






3 D 










fin r»l \r 


VjJ.il 


Lys Gin 


Tyr Gin 


JJCU 


A yrr 
r\±. y 


Olv Met Ala Thr Leu 


Glu Gly 


0 D 






70 






75 


80 


LyL r\L y 


bill 


Gin Lys 


Ala Gly 


Ser 


Thr 


T.en Tie Arcr Hie* Ala 


Glu Glu 






85 








90 


95 


T 01 1 T .01 1 
IjcU LjgU. 


rix y 


Lys Lys 


Gly Ala 


Asp 


Leu 


T.en Tm Pvs A*?n Ala 


Arg Thr 






100 






105 


110 




Cpv A "I a 


Dtrx 


Gly Tyr Tyr Lys 


Lys 


Leu 


Glv Phe Ser Glu Gin 


Gly Glu 




115 






120 




125 




Val Tyr 


Asp 


He Pro 


Pro Val 


Gly Pro 


u-i e Tl p T.eii Met* Tvr 


X-J jf O X-J jr »3 


130 






135 






140 




Leu Thr 
















145 
















<210> 419 














<211> 146 














<212> PRT 














<213> Artificial Sequence 










<220> 
















<223> Synthetic Protein Sequence 






<400> 419 














Met He 


Glu 


Val Lys 


Pro lie 


Asn 


Ala 


fl n A en TViv TH rv- CZ 1 1 1 
vjlU noky 1111. ljrl» vXU 


lie Arg 


1 




5 








1 o 

J- u 


15 


His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Tien Glu Ala Pv<? Met 


Tyr Glu 






20 






25 






Thr Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


i-jtru \j±y \jj.y i/i -^y-*- 


A rrr fllv 




35 






40 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Hln Ala niii Hie: Pro 

OXll AX CI O J. Li. XX -LO tiU 


Rl u Leu 


50 






55 






60 




Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Mpf Ala Thr Tien 


Glu Gly 


65 






70 










Tyr Arg 


Glu 


Gin Lys 


Val Gly 


Ser 


Thr 


T.011 Tl O A y~/t Ui c Al a 
LtcU lie ni y nx 0 nia 








85 








90 


95 


Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


T.f*»n Tm pwc A^n Al a 


A rrr T h r 

nx y x xxx. 






100 






105 


110 




Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Hi v p"h <=» Cpy- r*~\ -ii Hi n 

VjrXjr XTXXG OCX VJXU will 


Gly Gly 




115 






120 




125 




Val Tyr 


Asp 


He Pro 


Pro Val 


Gly 


Pro 


Hi q Tl T.en Met Tvr 

OXO X X C UCU 1*1*3 L. 1 jf 1 


TjVCJ Lvs 


130 






135 






140 




Leu Thr 
















145 
















<210> 420 














<211> 146 














<212> PRT 














<213> Artificial Sequence 










<220> 
















<223> Synthetic Protein Sequence 






<400> 420 














Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr Glu 


lie Arg 


1 




5 








10 


15 


His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala Cys Met 


Tyr Glu 






20 






25 


30 




Thr Asp Leu Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly Tyr Tyr 


Arg Gly 



35 40 45 



Ta7"G T.on 
j_i_y o jjcu 


Tie 


Ser lie 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


Pro 


Glu 


Leu 


R0 






55 










60 












Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


D 3 






70 








75 










80 


TKry A y»/T 

iyi rii y 




Gin Lys Ala Gly 


Ser 


Thr 


Leu 


lie 


Arg 


His 


Ala 


Glu 


Glu 






85 








90 










95 




T.Oll T.^ll 


nl y 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 










110 






C(=»v" Al a 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 




irXltr 




Glu 


Gin 


Gly Glu 




115 






120 










125 








Val Tyr 


Asp 


He Pro 


Pro He 


Glv 


Pro 


His 


He 


Leu 


Met 


Tvr 


Lys 


Lys 


130 






135 










140 










Leu Thr 


























145 


























<210> 421 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 




















<220> 


























<223> Synthetic Protein Sequence 
















<400> 421 
























Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tvr 
j 


Glu 


lie 


Arg 


1 




5 








10 










15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 










30 






Thr Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tvr 


Tvr 


Arg Gly 




35 






40 










4S 








Lys Leu 


Val 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Glu 


Leu 


50 






55 










60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 








75 










80 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 




85 








90 










95 




Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 










110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Glu 




115 






120 










125 








Val Tyr 


Asp 


He Pro 


Pro Thr 


Gly 


Pro 


His 


He 


Leu 


Met 


Tvr 


Lys 


Lys 


130 






135 










140 










Leu Thr 


























145 


























<210> 422 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 




















<220> 


























<223> Synthetic Protein Sequence 
















<400> 422 
























Met He 


Glu 


Ala Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


lie 


Arg 


1 




5 








10 










15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 










30 






Thr Asp Leu Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 



1. R 
J 0 
















T \ to T e»i 1 T 7 -a "1 
J_iyS bcU Vai 


Cor T 1 a Al a Cor 
OCX lie nld Del 


it lit; 


nx o 


Gin Ala filn 

Ulll rtXQ VJ1U 


His 


Thr 


Glu Leu 


D U 








fin 








Glu Gly Gin 


Lys Gin Tyr Gin 


lie Li. 


nl y 


Glv Mpf Ala 

VJX jf vlC L- nld 


Thr 


ue u. 


Glu Glu 

VJ 1 Li VJ1U 


65 


70 






/ J 






80 


Tyr Arg Glu 


Gin Lys Ala Gly 


OCX 


TVit 

1 111 


T ,oi i T 1 O Byrr 

ijcu lie niy 


nx o 


Ala 


gi u Glu 




85 






90 






95 


Leu Leu Arg 


Lys Lys Gly Ala 




T ,oi i 


Tif^n Trn Pvq 


Asn 


Ala 


Arg Thr 




100 




105 






110 




Ser Ala Ser Gly Tyr Tyr Lys 


j_)_y o 


T.ei i 

JJC LI 


Gl \/ Phe fipr 
\j i _y rue uCi 


Glu 


Gin 


Gly Glu 


115 




120 






125 






Val Tyr Asp 


He Pro Pro Val 


Gl vr 


XT 1 W 


ill J 11C UCU. 


Met 


Tvr 


Lvs Lvs 


130 


135 






140 








Leu Thr 
















145 
















<210> 423 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 
















<223> Synthetic Protein Sequence 










<400> 423 
















Met He Glu 


Val Lys Pro He 


Asn 


Ala 


flii Sen r pVi y~ 
UlU Afap llll 


iyr 


gi ii 


Tin A T~rr 
lie r\x y 


1 


5 






1 0 
i u 






1 R 

X J 


His Arg He 


Leu Arg Pro Asn 


Gin 


Pro 


T,on Sen Hi a 
JjcU nop nld 




xj jr o 


Tyr Glu 




20 




25 






o u 




Thr Asp Leu 


Leu Gly Gly Thr 


Phe 


His 


JjcU uiy Vjxy 


lyr 




Arn Gl \/ 
ax y uiy 


35 




40 






ft 3 






Lys Leu He 


Ser lie Ala Ser 


Phe 


His 


rjln Ala Hill 
vjrXil nld ulU 


nx o 


JTX 


Gl ii Ten 

VJ1U UCU 


50 


55 






fin 








Glu Gly Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Glv Mp^ Ala 
uiy ncL n±a 


i. in 


Ti^i i 


Glu Glv 

OX Li. VJljr 


65 


70 












pin 


Tyr Arg Glu 


Gin Lys Ala Gly 


Ser 


Thr 


lieu lie niy 


Hi Q 
nx o 


Al a 


Gl ii Gl u 

OX LI ulU. 




85 














Leu Leu Arg 


Lys Lys Gly Ala 


Asp 


Leu 


T.oii T'-f^T^i Pirc 

jjcu up tys 


noli 


Al a 


nlvj 1111 




100 




105 






110 




Ser Ala Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


VjXjr 1: 11C OCX 


Gl 11 


Gin 


Glv Glu 
\j i _y vji. li 


115 




120 






125 






Val Tyr Asp 


He Pro Pro Val 


Gly 


Pro 


nib lie JjcU 


rle L» 




u_y o i_i_y o 


130 


135 






11U 








Leu Thr 
















145 
















<210> 424 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 
















<223> Synthetic Protein Sequence 










<400> 424 
















Met He Glu 


Val Lys Pro lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


lie Arg 


1 


5 






10 






15 


His Arg He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 




20 




25 






30 





TVit* A cn T.oii 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tvr 


Tvr 


Arcr 


Gly 


■j 0 














45 








Jjyb J-j tr U. Val 


Ser lie 


Aia ber 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 


0 u 




55 








60 










m ii ri~\ \r ni n 

\j± u. \jxy vj-lii 


Lys Gin 


Tyr Gin 


Leu 


Arcr 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 






70 






/ ~j 










80 




Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Ala 




85 








on 








95 




T.e»n T.oii Arrr 


Lys Lys 


Gly Ala 


Asp 


Leu 


JjcU 1 L }J 




Asn 


Ala 


Arg 


Thr 




100 






105 








110 






Cpy- Ala COT* 
OCI nia OCI 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 








val -Ly-L nop 


Thr Pro 


Pro Val 


vj -L_y 




ui o Tin 

rllS lie 


Leu 


Met 


Tvr 


Lys 




i in 




135 








140 
































145 






















<210> 425 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 425 






















Met lie Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


L y- L 


Glu 


He 


Arg 


1 


5 








10 








15 




His Arg lie 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 




20 






25 








30 






Thr Asp Met 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 




Tvr 


Arg 


Gly 


35 






40 








45 








Lys Leu lie 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 




55 








60 










Glu Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Glu 


65 




70 






75 










80 


Tyr His Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu 


Glu 


85 








90 








95 




Leu Leu Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 






105 








110 






Ser Ala Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 








Val Tyr Asn 


Thr Pro 


Pro Val 


Gly 


Pro 


His He 


Leu 


Met 


Tvr 


Lys 


Lys 


130 




135 








140 










Leu Thr 






















145 






















<210> 426 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 426 






















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 


5 








10 








15 




His Arg He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 







z U 






Z D 






7 n 




inr 


Asp 


Lieu Lieu \j±y 


laiy llil 




Hi q 

ni o 




xyr 


iyi 


Arrr dl v 






JJ 










AR 






Lys 


T 

Lou 


Tl a Gov Tl Q 

116 del 11c 


Ala Got* 
/Aid OcX 




Hi q 
nx o 


uiil nla ulu 


Hi c; 
mo 


Pro 


rjl ij T.pu 

VJ1U 1JCU 


^ f\ 

3U 




JJ 






fin 








Val 




Pi n T ire? Pi -n 

bin L»ys vjin 


lyi Vjin 


licU 


■rti y 


Ply M<^t" Alp} 
vjx jr i its l. nia 


1 11X 


T.pu 

DC LI 


ox Li. \j -i- y 


fi ^ 






in 

1 V 












80 


Tyr 




Vjiu vjin. Liys 


nla bly 


Cor 


X ill 


Lieu lie ai y 


Hi 
nio 


Al a 


VJl LI VJJ J- Li 






O 0 
















Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp lie Pro 


Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 









Leu Thr 
145 



<210> 427 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 427 



Met 


He 


Glu Val 


Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 






5 








10 










15 




His 


Arg 


Val Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 










30 






Thr 


Asp 


Leu Leu 


Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 






40 










45 








Glu 


Leu 


Val Ser 


He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


Pro 


Glu 


Leu 




50 






55 










60 










Glu 


Gly 


Gin Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 








70 








75 










80 


Tyr 


Arg 


Glu Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 








85 








90 










95 




Leu 


Leu 


Arg Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 










110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe 


Ser 


Glu 


Gin 


Gly Gly 






115 






120 










125 








Val 


Tyr 


Asp He 


Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 428 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 428 

Met He Glu Val Lys Pro lie Asn Ala Glu Asp Thr Tyr Glu He Arg 
15 10 15 



nio 


A -YTT 

nl y 


lie 


T.cin Srrr Drn A en 
i-it; U. niy riu non 




ir X 


Tien filii Ala 

XJCll VjXU AXCl 




Met 


Tyr Glu 








z u 










30 




X llx 


A on 


XJO Li. 


ucu \j-L_y \jrx_y 1111 


Phe 


His 


Leu Glv Glv 

JJCU VJX Jr \J J-J 


Tvr 


Tvr 


Arg Gly 










40 






45 






T.vc; 


T^en 


Tie 

IXC 


Cpr Tie Ala ^pr 

0~X XX^ nXQ kJ v_» X. 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu Leu 


SO 




-J «y 






60 








Glu 


Glv 


Gin 


TjV<3 Gin Tvr Gin 


Leu 


Arg 


Glv Met Ala 


Thr 


Leu 


Glu Gly 


O J 






70 






75 






80 


±yr 


/lx y 




rztT n T.vq Ala Glv 


Ser 


Thr 


Tien Tie Atct 


His 


Ala 


Glu Glu 








AS 

0 J 






90 






95 




T ,fii i 
xjt: LL 


rlx y 


T.ve T.\7Q Gl \7 Ala 


Asp 


Leu 


Tien Tm Pvs 


Asn 


Ala 


Arg Thr 








1 00 




1 OS 

X U J 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Asp 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp 


lie Pro Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 








Leu 


Thr 


















145 





















<210> 429 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 429 



Met 


He 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


He Arg 


1 






5 






10 








15 


His 


Arg 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


Cys 


Lys 


Tyr Glu 








20 




25 








30 




Thr 


Asp 


Leu 


Leu Gly Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 








45 






Lys 


Leu 


Val 


Ser He Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Pro 


Glu Leu 




50 




55 








60 








Glu 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 








80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 








85 






90 








95 


Leu 


Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 








100 




105 








110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 




120 








125 






Val 


Tyr 


Asp 


Leu Pro Pro Thr 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 




130 




135 








140 









Leu Thr 
145 



<210> 430 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 430 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 



1 
J. 




5 








i fi 






15 




His Arg lie 


Leu Arg 


Prn fieri 


m n 


Jr J. KJ 


Ti£»n ii ai a 

LICU VJX U AX CI 


w a 


Lys 


Tvr 

xy x 


Glu 




20 














30 






Thr Asp Leu 


Leu 


Gly 


Gly Thr 


Leu 


His 


Leu Glv Glv 


Tvr 
A y *■ 


Tvr 

xyx 


Arg 


Glv 


35 








*± u 






45 








Lys Leu Val 


Ser 


He 


Ala ^f^r 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 






RR 






60 










Glu Gly Gin Lys 


Gin 


j. y x oin 




Air a 
*»x y 


Glv Met Ala 


Thr 


Leu 


Glu 


Glv 


65 






/ u 






7R 








80 


Tyr Arg Gly Gin Lys 


nld \j-Ly 




X 11 J. 


J_iC u. x x c rrx y 


His 


Ala 


Glu 


Glu 






85 








90 






95 




Leu Leu Arg 


Lys 


Lys 


n~\ \r Alp 
oxy nia 


nop 


J—lC Li. 


T.^n Tit* Pvq 


Asn 


Ala 


Arcr 
m y 


Thr 




100 








105 






110 






Ser Ala Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Glv Phe Ser 


Glu 


Gin 


Glv 


Glv 


115 








120 






125 








Val Tyr Asp 


He 


Pro 


IT \J V CI X 




Pro 


Hi q Tip LiPU 

nXO -L.LC ucu 


Met 


Tvr 

xyx 


Lys 


Lys 


130 






ij j 






140 










Leu Thr 






















145 






















<210> 431 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 






















<223> Synthetic 


Protein Sequence 












<400> 431 






















Met He Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


f^l ii Aqd TVi y* 

UlU fcj X11X 


xyx 


Glu 


lie 


Arg 


1 




5 








1 n 






IS 

X —* 




His Arg He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


T.pii nl ii Ala 
ucu vj±u niu 


uy » 


Lys 


Tvt 
xy x 


Glu 




20 








25 












Thr Asp Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


jjcu \jx_y uxy 




Tvr* 
xyx 


A TTT 


Glv 

vjxy 


35 








40 














Lys Leu He 


Ser 


He 


Ala Ser 


Phe 


His 


fJl n Ala Rlu 

V7X11 r\J- CL U1.U 


His 


Ser 


Glu 


Leu 


50 






55 






fin 










Glu Gly Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


nlv Mpf Ala 

ulj UCU Ala 


Thr 
i iij. 


Leu 


Glu 


Glv 


65 






70 














80 


Tyr Arg Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


T ,Ql i Tip A TTT 
ucu lie a. j. y 


His 


Ala 


Glu 


Ala 






85 














95 




Leu Leu Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 






110 






Ser Ala Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 


115 








120 






125 








Val Tyr Asp 


He 


Pro 


Pro Thr 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 






140 











Leu Thr 
145 



<210> 432 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 432 



VfQ f- Tl Q 

Wei iJ.e 


Glu 


Val Lys 


riO 11c 


Asn 


nla 


Pi 11 A on r PVi r* 
vjlU riiD^J 1111 


TK/y- 


Pi ii 

V3l U 


Tip 
lie 


A yrr 

-tt.1 y 


1 
1 




5 








1 0 






15 
1 ~j 




nib rix y 


He 


Leu Arg 


Aon 
riy noli 


PI n 

VJi.ll 


Pit* 


T1P11 ii Al a 

UCU VJJ. U *i J. CI 


t-jr 0 


Lys 


Tvr 

xyi 


Glu 






20 


















r P'h y A or^ 
1111 .rVo^J 


Leu Leu Gly 


P 1 v TVi r* 


TiPil 


His 


TiPll Plv fil V 




Tvr 


Arg 


Glv 










An 

ft u 














i-iyo JucU 


lie 


Ser lie 


Ala Qpr 


IT lie 


Hi 
n j. 0 


Pin Ala Glu 


His 


Pro 


Glu 


Leu 


0 U 






D D 






fin 










pi 1n p1 v 


Gin 


Lys Gin 


TK/r* Pi n 

j.yx vjin 


T .01 1 
lie u. 


/\i y 


pi v M P f Ala 

oljf net nia 


J. 1X1 


ue u. 


pi ii 


Plv 


D D 






7 n 






7 ^ 








80 

O V-/ 


iyr Aiy 


Glu 


Gin Lys 


rilcl vj-Ly 


Oar 
OCX 


1 111 


T ,qi i T "1 q A T^rr 
Lieu lie /T.J. y 


niij 


Al a 


PI 11 

01 u 


Glu 






Q R 








y \j 






95 




Lieu Jjcu 


Arg 


Lys Lys 


Vjiy nla 


Asp 


Leu 


lie 1 1 \J v^_y 0 


noil 


Al a 
ma 


rii y 


Thr 






1UU 






105 






110 






Cor* Ala 
Dei Ala 


Ser 


Gly Tyr 


Ijrl J_i_y o 




JjCU 


Plv PVi «=» Qpr 
u±y xriie jci 


Glu 


Gin 


Glv 


Glu 




115 






120 






125 








Val Tyr 


Asp 


lie Pro 


rlO Val 


pi \/ 

biy 


IT X. %J 


nio lie Jjcu 


rlC l» 


lyi 




Lys 


130 






1 

1J J 






140 










Leu Thr 






















145 






















<210> 433 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein Sequence 












<400> 433 




















Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


fill n A cn r PViv 
olU nop llll 


ryi 


VJ-L U. 


Tip 
lie 


**i y 


1 




5 








1 n 
1 u 






1 Z) 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


T .01 1 Pin Ji 1 3 
J-ifcr U ulU Alcl 




rlc L. 


iyx 


PI 11 






20 






25 












Thr Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


ucu ^jiy oiy 


iyr 




A y/r 

rt.i y 


PI V 

uiy 




35 






40 






^± D 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


Asn 


Pi n Ala Pi 11 
olil nlu ulU 


nib 


Pro 

IT 1 tJ 


Pi n 


T .01 1 

ijCU 


50 






55 






fin 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


pi \/ Mpf Ala 

\ji_y net r\ici 


TVl T" 
X ill 


T .^1 1 

UCU 


Glu 


Plv 


65 






70 






/ Zj 








O \J 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


lieu, lie niy 


Hi Q 
ni 0 


Al a 


PI u 

Vjl LL 


Glu 






85 








y yj 










Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








Val Tyr 


Asp 


He Pro 


Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 






140 











Leu Thr 
145 



<210> 434 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 434 



Met lie 


Glu 


Val Lys 


Pro He 


Thr 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


He 


Arg 


1 




5 








10 










15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 










30 






Thr Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 






40 










45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala 


blli 


His 


Pro 


Glu 


Leu 


50 






55 










60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 








75 










80 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 






85 








y u 










95 




Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 










110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Fne 


Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 










125 








Val Tyr 


Asp 


lie Pro 


Pro Thr 


Gly 


Pro 


IT X r» 

nlS 


lie 


Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 










140 










Leu Thr 


























145 


























<210> 435 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 




















<220> 


























<223> Synthetic Protein Sequence 
















<400> 435 
























Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Ala 


Tyr 


Glu 


He 


Arg 


1 




5 








10 










15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Lys 


Tyr 


Glu 






20 






25 










30 






Thr Asp 


Leu 


Leu Gly Ser Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 






40 










45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


His 


Pro 


Glu 


Leu 


50 






55 










60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glu 


65 






70 








75 










80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


He 


Arg 


His 


Ala 


Glu 


Glu 






85 








90 










95 




Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 










110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 










125 








Val Tyr 


Asp 


He Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 










140 











Leu Thr 
145 



<210> 436 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 436 



1*1 C L. 11C 


UlU 


Val 


Lys Pro He 


oil 


Ala 


Gl 11 A<?"n TVit* 

\j 1 Li nop 1111 


ly 1 


Glu 


lie 


Ara 

ni y 


-1 






5 






1 w 






1 S 
1 *j 




u i c A y~rr 

nib niy 


1 Itr 


Leu Arg Pro Asn 


Villi 


IT J. KJ 


T.£»n n 1 n Ala 

DC Li VJlU nia 


V_y a 


Met- 
ric L» 


TVr 
xyi 


Glu 

vJ7 1 LI 






20 






Z -J 












llli rtbp 


T .oi i 


Leu Gly Gly Thr 




Hi «5 
nio 


ucu vjj.y Lziy 


xyx 


xyi 


Gin 


Glv 
oiy 




J 3 






/n 














Jj y b 1_j tr U. 


Tl o 
lie 


Ser 


He Ala Ser 


IT 11C 




Acn Al a f^l 11 
nan ma ui u 


His 


Ser 


Glu 


Leu 








55 
















Pi n nl \r 

biu ijiy 


m n 

VjrJ.Il 


Lys 


Gin Tyr Gin 


T .01 1 




m v M^t Ala 


X ill 


Leu 


Glu 


Gly 








70 






7S 








80 




VjI U. 


Gin Lys Ala Gly 


OCi 


i in 


T.pn Tl 0 Ar*rr 
ucu. 11c my 


Hi 


Ala 

nia 


Gl u 

\J 1 Li. 


Glu 








85 






90 






95 




bcu bell 


Arg 


Lys 


Lys Gly Ala 


A cy~\ 
nop 


T .01 1 




A 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Val 


Ser 


Gly Tyr Tyr Glu 


Lys 


Leu 


Plw "DVio Car 
\j±y triLKi Ocl 


m ii 

Vjl U. 


Olll 


Gl v 
vjiy 


Gl ii 

UlU 




115 












1 9 R 








Val Tyr 


Asp 


He 


Pro Pro Val 




Pro 


nib lie Jjcu 


1*16 U 


ryr 




-U_y 0 


130 






135 






140 










Leu Ala 






















145 






















<210> 437 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic 


Protein Sequence 












<400> 437 




















Met He 


Glu 


Val 


Lys Pro He 


Asn 


Ala 


ol U iiSp 1 111 


Tyr 


Pi 11 


Tip 
11c 


«i y 


1 






5 












1 3 




His Arg 


He 


Leu 


Arg Pro Asn 


Gin 


Pro 


JjcU blU nld 


cyb 


T A7C 


ryr 








20 






25 






1 n 






Thr Asp 


Leu 


Leu 


Gly Gly Thr 


Phe 


His 


ijtru. vjiy oiy 


TK/'T* 

iyr 


iyr 




vjiy 




35 






40 














Lys Leu 


He 


Ser 


He Ala Ser 


Phe 


His 


Ta/"c« Ala al n 
jjy d Aid uiu 


Hi 
nio 




Glu 


Leu 


50 






55 






fin 

D U 










Glu Gly 


Glu 


Glu 


Gin Tyr Gin 


Leu 


Arg 


Glv Met Ala 

\j _i_ y iiw «iiv4 


Thr 


Leu 


Glu 


Glv 


65 






70 






75 








80 


Tyr Arg 


Glu 


Gin 


Lys Ala Gly 


Ser 


Thr 


Leu lie Arg 


His 


Ala 


Glu 


Glu 








85 






90 






95 




Leu Leu 


Arg 


Lys 


Lys Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Val 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








Val Tyr 


Asp 


He 


Pro Pro He 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Lys 



130 135 140 

Leu Thr 
145 



<210> 438 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic Protein Sequence 
<400> 438 



net lie 


P 1 1 1 


vai 


Lys 


Pro He 


Asn 


Ala 
Ala 


ulU nop 1 iiX 


7"V~ 

iyr 


PI n 


Leu 


A rn 
AX y 


i 






c 
D 








X v 






1 s 




mis L«ys 


Tl A 

lie 


Leu 


Arg 


fro Asn 


vjin 


Pro 


Tl o Pi n A 1 a 
116 blU nla 






iyr 


Pi 11 
\J -L Li 






z u 








Z D 






-J VJ 






Ser Asp 


Leu 


Leu 


Arg 


pi,. Ala 
\jriy Ala 


irne 


nlS 


T £M 1 Pi ir P 1 \ 7 

Leu Ljiy vjiy 


It life: 


Tyr 


Arg 


Pi \7 




35 














*i J 








Lys Leu 


He 


Ser 


He 


Al a Cot- 
Ala OCI 


rne 


rll S 


Pi n A 1 =» Pi ii 
bin Ala. ulU 


nib 


Cor 


Asp 


Xjtr Li 


D u 








D D 






fin 










ijiu ijiy 


Gin 


Lys 


Gin 


TH»y pi ri 


Leu 


Arg 


Pi vr M*at~ A 1 a 
\3±y l v lcL Ala 


Thy 

X IIX 


T .01 1 
J_itr Li 


Pi 11 


pi v- 


fi ^ 








7 f) 

/ u 






/ D 








an 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Lys 


His 


Ala 


Glu 


Glu 








85 








y u 










lie Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








1 OR 
1U J 






1 1 n 






Thr Ala 


Ser Gly Tyr 


iyr iiys 


Lys 


Leu 


Pi 1/ "DVio Cor 
\j±y irlltr Oci 


pi n 


PI n 


PI \7 


Pl n 

VJ J_ Li 




115 








ion 






IOC 
X Z D 








lie Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 






140 










Leu Thr 
























145 
























<210> 439 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein Sequence 












<400> 439 






















Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


(jiu Asp inr 


Tyr 


pi 11 

bill 


Leu 


Arg 


1 






5 








1 n 






1 R 




His Lys 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Tl Q Pin Ala 

lie blu Ala 


Cys 


FlcL 


Tyr 


Pi n 
LjX Li 






20 








25 






**n 






Ser Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


i_»eu ijiy biy 


iriie 


Tyr 


vjiy 


Pi 17 

vjiy 




35 








40 














Lys Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Pin Ala Pin 

tjin Ala VjIU 


rllS 


Ser 


Asp 


Leu 


50 








55 






fin 










Glu Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Pi 4- Ala 

vjiy Met Ala 


inr 


Leu 


Pi n 

bill 


Pi \r 

biy 


65 








70 






75 








80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Lys 


His 


Ala 


Glu 


Gin 








85 








90 






95 




Leu Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 






125 








Val Phe 


Glu 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Lys 


130 








135 






140 











He Thr 
145 



<210> 440 

<211> 146 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 440 



Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 






15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 






30 






Thr Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 






40 






45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 






55 






60 










Gin Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr Arg 


Asp 


Gin Lys Ala Gly 


Ser 


Ser 


Leu He Lys 


His 


Ala 


Glu 


Gin 






85 








90 






95 




Leu Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








Val Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






140 










He Thr 






















145 






















<210> 441 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein Sequence 












<400> 441 




















Met Leu 


Glu 


Val Lys 


Leu lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 






15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 






30 






Thr Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 






40 






45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 






55 






60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Phe Arg 


Asp 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu He Lys 


His 


Ala 


Glu 


Glu 




85 








90 






95 




He Leu 


Arg 


Lys Arg 


Gly Ala 


Asn 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








Val Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






140 











He Thr 
145 



<210> 442 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 442 



Mot- Tip 
rlCL lie 




Val 


Lys 


Pro He 




Al a 


Glu Asp 


Thr 


ly x 


Glu 


Leu 


rax y 


1 






5 








10 








15 




His Lys 




Leu Arg 


Pro Asn 


VjJ.il 


tr±. KJ 


He Glu 


Ala 


v*.y & 


11 c i_ 




Glu 






20 








25 








30 








Leu 


Leu Arg Gly Ala 


IT I1C 


Hi Q 


Leu Gly Gly 


xriic 


xyx 


A TTT 






















45 








T.\/e T.oii 


Tl o 
J_J.tr 


Ser 


He 


Ala Ser 


IT 11C 


Hi Q 


Gin Ala 


Glu 


His 


Ser 


Asp 


Leu 


D U 








55 








60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 










70 






75 










80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu lie 


Arg 


His 


Ala 


Glu 


Gin 








85 








q n 








95 




lie Leu 


Arg 


Lys Arg Gly Ala 






Lieu i rp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








1 OS 








110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


vjxy fne 


Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 








125 








He Phe 


Asp 


Thr 


Pro 


Pro Val 


\j±y 


C S- \J 


His He 


Leu 


11C u 


±y£ 


T .VQ 


Arg 


130 








135 








140 










Leu Thr 


























145 


























<210> 443 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 


















<220> 


























<223> Synthetic 


Protein Sequence 














<400> 443 
























Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


ryr 


Vj J. U. 


Jjcu 


A TTT 


1 






5 








10 








15 




His Lys 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Ala 


tyb 


ruts u 


ryr 


Ul u. 






20 








25 








30 






Thr Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Jrllti 


iyr 


y 


m v 

vjiy 




35 








40 








45 








Lys Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Gly 


Leu 


50 








55 








60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


He He 


Lys 


His 


Ala 


Glu 


Glu 








85 








90 








95 




He Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 








125 








He Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

He Thr 
145 



<210> 444 
<211> 146 
<212> PRT 



<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 444 



Mot- Tie 
rlcL xxe 


Glu 


Val 


T A/O 

j_i_y jd 


if L \J lie 


A on 
noil 


Al a 

nl CI 


vjill nop ± in 


iyx 


Glu 


Leu 


Arcr 


-i 
X 






D 








i n 

X u 






X *J 




His Arg 


He 


Leu 


Arg 


.f it? 


\j in 


tr J. u» 


lie uiu nia 




nc l. 


Tvr 
lyx 


Glu 






20 








Z D 












oer Asp 


Leu 


Leu 


Arg 


Kj±y Axa 




ri xs 


Xjfcju. vjxy ^jx_y 


rile 


ryr 


A rrr 
rVX y 


uljf 




35 








API 














ijyS Lieu 


He 


Ser 


Tl o 
lie 


Ala Oqv 


trim 


Hi q 


(21 n Ala fill] 




OC1 


Asp 


Leu 


50 








55 






60 










\j±ri \jxy 


Gin Lys 


n n 


lyi vjxn 


T .oi i 
JjcU 


A -yet 
r\L. y 


(21 v M<=>r Al a 
oiy rici nia 


Thr 


Leu 


Glu 


Glv 


65 








70 






75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Axa >jJ-y 


Ser 


1 1 IX 


XicrLl lie niy 




Al ^ 


Pi n 

ulU 


Ulit 








O c 
O D 








q n 






95 




Leu Leu 


Arg 


Lys 


Arg 




Asp 


Leu 


XjctU. Xip tyo 


A en 
noil 


Al a 


A YTT 


i in 






100 








105 






110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr Lys 


Arg 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 








1ZU 






1 

i<i j 








Val Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 






140 










Leu Thr 
























145 
























<210> 445 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein Sequence 












<400> 445 






















Met Leu 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


blU nop 1 111 


ryr 


Ol U. 


T,Q1 1 


r\±. y 


1 






5 








xU 






X o 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Tl o pi n Ala 
11c blU /ilci 


uys 




lyr 


Pi n 

Ul Ll 






20 








25 






J u 






Ser Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


T rtii Pi if Pi i r 

jueu oxy vaxy 


Tyr 


iyr 




Pi w 
bly 




35 








40 














Lys Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 








55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 






75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu He Lys 


His 


Ala 


Glu 


Glu 








85 








90 






95 




lie Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 






125 








He Phe 


Glu 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 






140 











He Thr 
145 



<210> 446 
<211> 146 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 446 



Met lie 


Glu 


Val Lys 


Pro lie 


Asn 


Ala 


Glu Glu Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 






15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 






30 






Thr Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 






40 






45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 






55 






60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr Arg 


Asp 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu lie Arg 


His 


Ala 


Glu 


Gin 






85 








90 






95 




Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asn 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Thr Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








He Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


T ■« m 

Lys 


Arg 


130 






135 






140 










He Thr 






















145 






















<210> 447 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein Sequence 












<400> 447 




















Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 






15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Tyr 


Glu 




20 






25 






30 






Ser Asp 


Leu 


Leu Arg Gly Ala 


Leu 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 






40 






45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 






55 






60 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Phe Arg 


Asp 


Gin Lys Ala Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu 


Gin 






85 








90 






95 




He Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Lys 




115 






120 






125 








Val Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






140 











He Thr 
145 



<210> 448 



<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 448 



ricL bcU 


Glu 


Val 


Lys 


Pro 


He 


A cr 


Al Pi 


vj -L Li nop 1 111 


-l yx 


Glu 


Leu 


Arg 


1 






5 










X u 






X «J 




His Lys 


He 


Leu Arg 


Pro 


Asn 


PI n 




XjtrU, ulU VdX 




Mof 


lyx 


Glu 




20 










9^ 

D 












inr Asp 


Leu Leu Arg 


Gly Ala 


rile 


fix o 


T Ail Pi \7 C1 1 \r 

Xjcu uiy vjxy 




iyr 


A yir 
rii y 


pi v- 

oiy 




35 










40 






45 








LiyS ijeu 


He 


Ser 


He 


Ala 


Ser 


■file 


n x o 


Pin Al Pi CZ*\ ii 
bill nld vjlu 


Hi q 
nib 


O tr X 


A qn 




50 










55 






60 










Gin Gly 


Gin Lys Gin 


Tyr 


Gin 


Leu 


AX y 


VjXy l Y lt!L nld 


i ii j. 


T .oi i 


PI ii 

ulU 


pi v 
vjiy 


65 








70 








/ «J 








80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Cor 
OCX 


T oi i T 1 o A vrr 


nx o 


axo. 


PI ii 
Ul Li. 


pi n 

111 








85 










90 






95 




lie Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










1 






1 1 n 

llv 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








Val Phe 


Glu 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


U-i e Tl o T on 

nis xxe j-ieu 


rict 


ryr 




A TTT 

r\x y 


130 










135 






1 AO 
X ft u 










Leu Thr 


























145 


























<210> 449 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 
















<220> 


























<223> Synthetic 


Protein 


Sequence 












<400> 449 
























Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


ulU nbp I llX 


iyr 


Pi n 


Leu 


A TTT 

"X y 


1 






5 










1U 






XD 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Tl Glu Ala 

lie vji u nia 


pwo 


Met 




Glu 






20 










25 






30 






Ser Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 










55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Phe Arg 


Asp 


Gin 


Lys 


Ala 


Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu 


Gin 








85 










90 






95 




He Leu 


Arg 


Lys 


Arg 


Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 






110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








Val Phe 


Glu 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

He Thr 
145 



<210> 450 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 450 



Met 


lie 


Glu Val 


Lys 


Pro He 


Asn 


Aia 


vjiu Asp inr 


ryr 




T ,D1 1 


A vet 


l 








5 








1U 










HIS 


Arg 


He 


Leu 


Arg 


Fro Asn 


vjin 


Pro 


lie vjlU Ala 


uys 




ryr 










20 








25 






30 






Ser 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 






35 








40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 








55 






60 










Gin 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 






75 








80 


Phe 


Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Gin 










85 








90 






95 




He 


Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 








105 






110 






Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 








120 






125 








He 


Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 




130 








135 






140 











He Thr 
145 



<210> 451 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 451 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 








5 










10 






15 




His 


Lys 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Gly 


Gly 






35 










40 






45 








Lys 


Leu 


lie 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 




50 










55 






60 










Glu 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Glu 










85 










90 






95 




He 


Leu 


Arg 


Lys 


Lys 


Gly 


Ala 


Asn 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Phe 


Asp 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

Leu Thr 
145 



<210> 452 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 

<221> unsure 
<222> 45 

<223> Xaa = Phe, Ser, Tyr, or Cys 

<221> unsure 
<222> 105 

<223> Xaa = Leu, Met, or Val 
<400> 452 



Met He 


Glu 


Val 


Lys Pro 


He 


Asn 


Ala 
Aid 


VjlU nSp 1UX 


Tyr 




T .oi i 




1 






5 








10 






15 




His Lys 


He 


Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Val 


Cys 


Met 


Tyr 


Glu 






20 








ZD 












Thr Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Xaa 


Tyr 


Arg 


Gly 




35 








40 






45 








Lys Leu 


He 


Ser 


He Ala 


Ser 


Phe 


His 


p] n Ala fin 
Lyin A±a Vj-LU 


ill S 




Pin 


Leu 


50 








55 






o u 










Gin Gly 


Gin 


Lys 


Gin Tyr 


Gin 


Leu 


Arg 


\jiy Met Aia 


inr 


Leu 


v? 1U 


Va-Ly 


65 






70 








/ D 








on 

O V 


Tyr Arg 


Asp 


Gin 


Lys Ala 


Gly 


Ser 


Ser 


Leu He Lys 


rilS 


Aia 


\a±U 


Pin 

vjin 








85 








q n 










He Leu 


Arg 


Lys 


Arg Gly Ala 


Asp 


Xaa 


Leu Trp Cys 


Asn 


Aia 


Arg 


i nr 






100 








105 






11U 






Ser Ala 


Ser 


Gly Tyr Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


blU 


Cjin 




brlU 




115 








120 






IOC 

1ZD 








He Phe 


Asp 


Thr 


Pro Pro 


Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 
















Leu Thr 
























145 
























<210> 453 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein 


Sequence 












<400> 453 






















Met He 


Glu 


Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 






5 








10 






15 




His Arg 


He 


Leu 


Arg Pro 


Asn 


Gin 


Pro 


He Glu Val 


Cys 


Met 


Tyr 


Glu 






20 








25 






30 






Thr Asp 


Leu 


Leu 


Arg Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 








40 






45 








Lys Leu 


He 


Ser 


He Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 








55 






60 










Gin Gly 


Gin 


Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 








75 








80 


Tyr Arg 


Glu 


Gin 


Lys Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu 


Gin 








85 








90 






95 





lie Leu Arg Lys Arg Gly Ala Asp 
100 

Ser Ala Ser Gly Tyr Tyr Lys Lys 
115 120 
Val Phe Asp Thr Pro Pro Val Gly 

130 135 
lie Thr 
145 



Leu Leu Trp Cys Asn Ala Arg Thr 
105 110 
Leu Gly Phe Ser Glu Gin Gly Glu 
125 

Pro His lie Leu Met Tyr Lys Arg 
140 



<210> 454 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 454 



Met 


Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 






5 








10 






15 


His 


Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Phe Glu 








20 






25 






30 




Ser 


Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 






35 






40 






45 






Lys 


Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 


50 






55 






60 








Gin 


Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 








70 






75 






80 


Tyr 


Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu Glu 








85 








90 






95 


He 


Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 






105 






110 




Ser 


Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 






120 






125 






He 


Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Arg 




130 






135 






140 








Leu 


Thr 





















145 



<210> 455 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 455 



Met 


He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 








5 










10 






15 




His 


Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


He Glu Val 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Thr 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




50 










55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 










70 








75 








80 


Phe 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu 


Gin 





85 






90 






95 


lie XjC U. r\i y 


Ta/q Attt Hi v Ala 


Asp 


Leu 


Leu Tro Cvs 


Asn 


Ala 


Arg Thr 




100 




105 






110 




oci nxa qci 


m v Tvr Tvr LiVS 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 


115 




120 






125 






llC CllKZ no ±J 


TVit" Pt~o Dro \/a "] 
J. in ri u ri v v ax 


Glv 


Pro 


His He Leu 


Met 


Tvr 


Lys Arg 


130 


135 






140 








UCU 1111 
















145 
















<210> 456 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 
















<223> Synthetic Protein Sequence 










<400> 456 
















Met He Glu 


Val Lys Pro He 


Asn 


Ala 


fllii Aon TVir" 
VjIU nb]J 1 111 


iyi 


Glu 


Tien Atcf 


1 


5 






1 ft 






15 

1 — > 


His Arg He 


Leu Arg Pro Asn 


Gin 


Pro 


Tie Glu Ala 


Cys 


Met 


Phe Glu 




20 




25 






30 




Ser Asp Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Glv Glv 

XJ^U \JJ-jr \J^jf 


Tvr 


Tvr 


Arg Gly 


35 




40 






45 






Lys Leu He 


Ser lie Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 


50 


55 






60 








Gin Gly Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Glv Met Ala 


Thr 


Leu 


Glu Gly 


65 


70 






»75 






80 


Tyr Arg Asp 


Gin Lys Ala Gly 


Ser 


Ser 


t i Tip Ar*rr 
ucu iic ttiy 


His 


Ala 


Glu Gin 




85 






9ft 






95 


He Leu Arg 


Lys Arg Gly Ala 


Asp 


Leu 


Tien Trn Pv 1 ? 


Asn 


Ala 


Arg Thr 




100 




105 






110 




Ser Ala Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


VJ 1 jr IT 1 1C UCi- 


Glu 


Gin 


Gly Glu 


115 




120 






125 






He Phe Asp 


Thr Pro Pro Val 


Gly 


Pro 


Ui c Tl Tien 
mo i ic licu 


Met 


±y i 


T.vq Atct 


130 


135 






140 








Leu Thr 
















145 
















<210> 457 
















<211> 146 
















<212> PRT 
















<213> Artificial Sequence 














<220> 
















<223> Synthetic Protein Sequence 










<400> 457 
















Met Leu Glu 


Val Lys Pro He 


Asn 


Ala 


olU .rioJJ 1X11 


iyi 


ul U 


T.fail Am 
UCU nl y 


1 


5 






i n 






1 s 

1 J 


His Lys He 


Leu Arg Pro Asn 


Gin 


Pro 


T.^n filii Val 

L/C LI OlU VCll 




Met 


Tyr Glu 




20 




25 










Thr Asp Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 


35 




40 






45 






Lys Leu He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 


50 


55 






60 








Gin Gly Gin Lys Gin Tyr Gin 


Leu Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 


70 






75 






80 



Tyr Arg Glu Gin Lys Ala Gly 


Ser 


Ser 


"Leu Tie TiVS 

XJ \JL X. X, \^ -LJ 10 


His 


Ala 


Glu 


Glu 




85 








90 






95 




lie Leu Arg Lys Arg Gly Ala 


Asp 


Leu 


Leu Tro Cvs 


Asn 


Ala 


Arg 


Thr 




100 






105 






110 






Ser Ala 


Ser Gly Tyr Tyr Lys 


Lys 


Leu 


Glv Phe Ser 


Glu 


Gin 


Gly Glu 




115 




120 






125 








Val Phe 


Asp Thr Pro 


Pro Val 


Glv 


Prn 

1 1 \J 


His Tip Leu 

1 1 X O X. X. XJ ^ IX 


Met 


Tvr 






130 




135 






140 










He Thr 




















145 




















<210> 458 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 458 


















Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


\Ji- U AOp 1 1-11 




Glu 


Leu 


Arg 


1 


5 








1 0 






15 




His Lys 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Tip Glu Val 

1 1 C \JX U VCIJ. 


Cys 


Met 


Tyr 


Glu 




20 






25 






30 






Ser Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


Leu Glv Glv 


Phe 


Tvr 

i _y x. 


Arg 


Gly 




35 




40 






45 








Lys Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Asp 


Leu 


50 




55 
















Gin Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Glv Met Ala 

\jxjr rid. nx c*. 


Thr 


Leu 


Glu Gly 


65 




70 






75 








80 


Tyr Arg 


Asp Gin Lys 


Ala Gly 


Ser 


Ser 


T.pn Tie T.vq 

UCU XXC UjfO 


Hi <3 


Al a 
m ci 


Glu 


Gin 




85 








90 






95 




He Leu 


Arg Lys Arg 


Gly Ala 


Asp 


Leu 


T.fan Tt~ti pvc! 


A cjn 
no 1 1 


Ala 

Ala 


Arg 


Thr 




100 






105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Glv Phe Ser 


Glu 


Gin 


Gly Glu 




115 




120 






125 








Val Phe 


Glu Thr Pro 


Pro Val 


Gly 


Pro 


T4 i c; Tie Tien 

111 D 11C ucu 


Met 


Tvr 
ly x. 


Lys 


Arg 


130 




135 






140 










Leu Thr 




















145 




















<210> 459 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 459 


















Met Leu 


Glu Val Lys 


Pro lie 


Asn 


Ala 


ulU nop 1I1X. 


iyi 


ulU 


Leu 


Arg 


1 


5 








1 n 






15 




His Arg 


lie Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Ala 


Cys 


Met 


Phe 


Glu 




20 






25 






30 






Thr Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 




35 




40 






45 








Lys Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 




55 






60 










Gin Gly Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 



0 0 




70 








75 






80 


flics riX y ulu 


Gin Lys Ala Gly 


Ser 


Thr 


Leu 


lie Arg 


His 


Ala 


Glu Glu 




85 








90 








95 


Tl Q T ,A1 1 A V(7 

XXci JjcU nxy 


Lys Arg Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg Thr 




1 no 






105 








110 




Coy* Al a Cor 
ocl nld OtrX 


Kjiy iyr 


iyr .uys 


Arg 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 






Tl a oVi o Sen 
lie xrlic nop 


Thr Pro 


Pro Val 


Gly Pro 


His 


He Leu 


Met 




L»v«? Aro 

■i—i y «j rii. y 


1 ^ n 

X J u 




135 








140 








JJCU i- 11 J- 




















145 




















<210> 460 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 460 




















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


±yx 




ucu ni y 


1 


5 








10 








15 


His Arg He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 




Met 


Phe Glu 




20 






25 












Ser Asp Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


iyx 


Tvr* 


Ara Glv 


35 






40 








f± ~j 






Lys Leu He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


Hi c; 


Cpr 
OCX 


ulu UC Li. 


50 




55 








60 








Gin Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 




70 








75 






an 


Tyr Arg Asp 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He Arg 


Ui e 
nio 


n. _L O. 






85 








90 










He Leu Arg 


Lys Arg 


Gly Ala 


Asp 


Met 


Leu 


Trp Cys 




rti. CL 


Arg Thr 




100 






105 








110 




Ser Ala Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser 


V7X LX 


Gin 




115 






120 








125 






Val Phe Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Mpj- 


-Y r 


Xi jr o rt.X y 


130 




135 








140 








He Thr 




















145 




















<210> 461 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 461 




















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


uiU 


T an A -v^ 

X/trU niy 


1 


5 








10 








X J 


His Arg He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Val 


Cys 


Met 


Tyr Glu 




20 






25 








30 




Thr Asp Leu Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Gly Gly 


35 






40 








45 






Lys Leu He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Pro 


Asp Leu 


50 




55 








60 









VjjJ.ll VJ-Ljf uJ.ll 


Lys Gin 


Tyr Gin 


Leu Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


0 D 




70 






75 








80 




Gin Lys 


Ala Gly 


Ser 


Ser 


TiPii Tip 




His 


Ala 


Glu Gin 




85 








90 








95 


ijtrU. lie Li. niy 


Lys Arg Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 




100 






105 








110 




OeX. nJLCl JCl 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 






Tip Php Glu 

J — L C IT lie OX u 


Thr Pro 


Pro Val 


Gly Pro 


His lie 


Leu 


Met 


Tvr 


Lys Arg 


1 Jv 




135 








140 








Tip Thr 

11C X 111. 




















145 




















<210> 462 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 462 




















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


A JT J - 


Glu 


"Leu Arcr 


1 


5 








10 








15 


His Lys He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu 


Ala 


Cys 


Met 


Tyr Glu 




20 






25 








30 




Ser Asp Leu 


Leu Arg 


Gly Ala 


Leu 


His 


Leu Gly Gly 


Tvr 


Tvr 

x _y x. 


Arg Gly 


35 






40 














Lys Leu He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Glu Leu 


50 




55 








60 








Gin Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 




70 






75 








80 


Tyr Arg Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu lie 


Lys 


His 


Ala 


Glu Glu 




85 








90 








95 


He Leu Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 




100 






105 








110 




Ser Ala Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 






Val Phe Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His lie 


Leu 


Met 


TVr 
xyx, 


Lvs Arcr 


130 




135 








140 








He Thr 




















145 




















<210> 463 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 463 




















Met Leu Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tvr 


Glu 


Leu Arg 


1 


5 








10 








15 


His Lys He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu 


Ala 


Cys 


Met 


Phe Glu 




20 






25 








30 




Ser Asp Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Gly Gly 


35 






40 








45 






Lys Leu He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Asp Leu 





50 




DO 




Glu Gly 




LiyS Vj±n lylr VjJ.n 


Leu 








/ U 




Tyx 


Arg 


/"•In 

(j±U 


Cjin Lys Aia vjiy 


Ser 








Q £ 




He 


Leu 


Arg 


LiyS AjTy Ijiy A±a 


Asp 








1UU 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


He 


Phe 


Asp 


Thr Pro Pro Val 


Gly 




130 




135 




He 


Thr 








145 











60 





Gly Met Ala Thr 


ucu 


Rlu Glv 




75 








80 


Thr 


Leu He 


Arg 


His 


Ala 


Glu Glu 




90 








95 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 








110 




Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 








125 






Pro 


His He 


Leu 


Met 


Tyr 


Lys Arg 



140 



<210> 464 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 464 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


Leu Arg 


1 




5 








10 






15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Val 


Cys 


Met 


Tyr Glu 






20 






25 






30 




Thr 


Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 




50 




55 






60 








Gin 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Ser 


Leu lie Lys 


His 


Ala 


Glu Gin 






85 








90 






95 


He 


Leu 


Arg Lys Arg 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Phe 


Asp Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Arg 




130 




135 






140 









Leu Thr 
145 



<210> 465 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 465 

Met Leu Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu Leu Arg 

15 10 15 

His Arg lie Leu Arg Pro Asn Gin Pro He Glu Val Cys Met Tyr Glu 

20 25 30 

Thr Asp Leu Leu Arg Gly Ala Phe His Leu Gly Gly Phe Tyr Gly Gly 
35 40 "45 



T ire T PI 1 

byb JjcU, 


11c 


Ser He 


Ala Ser 


C 11C 


Hi «; 


Gin 


Ala 


Glu 


His 


Ser 


Glu Leu 


D u 






55 










60 








Pl n r*l v 
oJ.ii \j±y 




Lys Gin 


Tyr Gin 


Leu 


Atct 

ni y 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


Oj 






70 








75 








80 




A en 


Gin Lys Ala Gly 


Cpr 


OC1 


Leu 


He 


Lys 


His 


Ala 


Glu Glu 






85 








90 










95 


T 1 <^ T.^i i 
11C ucu 


At~<T 


Lys Arg Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg Thr 






100 






105 










110 




OCX rtXCl 


OCJ. 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 




Glu 


Gin 


Gly Glu 




115 






120 










125 






Val Phe 


Glu 


Thr Pro 


Pro Val 


VjJ-Jf 


IT J. KJ 


u A o 
rilS 


lie 


Leu 


Met 


Tvr 


Lvs Aro 


130 






135 










140 








Leu Thr 
























145 
























<210> 466 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein Sequence 














<400> 466 






















Met lie 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Glu 


Thr 


ryxr 


VjrX LI 


T,f=Ml AT"CT 
ucu niy 


1 




5 








10 










15 


His Lys 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu 


Ala 


Cys 


Met 


Tyr Glu 






20 






25 










•J \J 




Ser Asp 


Leu 


Leu Arg 


Gly Ser 


Phe 


His 


Leu Gly Gly 


c llcr 


lyi- 


Atct Glv 




35 






40 
















Gin Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Lys 


Ala 


Glu 


His 


Ser 


m ii l^u 


50 






55 










60 








Gin Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 








75 








80 


Phe Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He 


Arg 


mis 




m ii din 






85 








90 












lie Leu 


Arg 


Asn Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


no 1 1 


Ala 


Arg Thr 






100 






105 










110 




Thr Ala 


Ser Gly Tyr 


Tyr Lys 


Arg 


Leu 


Gly 


Phe 


Ser 


VJXU 


Hi 


niv cn ii 




115 






120 










125 






Val Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


Met 




"Lv^ Arcr 

-i— ijf is *iJ- y 


130 






135 










140 








He Thr 
























145 
























<210> 467 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein Sequence 














<400> 467 






















Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


Leu Arg 


1 




5 








10 










15 


His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 


Cys 


Met 


Tyr Glu 






20 






25 










30 




Ser Asp Leu Leu Arg Gly Ser Phe His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 



JO 
















AR 






T * re* T qi 1 Tl q 

Liys Jjeu lie 


Ser He 


Ala Ser 




Hi q 


Gin 


Ala 


OlU 


nia 


OCX 








55 










o u 








Pi 11 PKr Pin 

(aiu Vjxy tjin 


Lys Gin 


Tyr Gin 


Leu 


A yfr 

■ttx y 


Gly Met 


Al 


X 11 X 


Leu 


m ii Riv 


OD 




70 








75 








O \J 


Fne Aiy vjj.u 


Gin Lys 


Ala Gly 


Co v 


Cor 


T .01 1 


lie 


A yrt 
rlx y 


Hl Q 


nia 


VJX Li OX LI 




85 








90 












HQ Lieu AITy 


Lys Arg Gly Ala 


nop 


lieu 


Leu 


'"P -y~T^ 

irp 


^-jr » 


A en 

noil 


Ala 


^ix y x i ix 




100 






105 










110 




inr Aia Aia 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


uiy 


It lie 


Cor 
Del 


\J± u. 




r«l v Hi ii 

Oljr VJX Li. 


115 






120 










125 






lie File Asp 


Thr Pro 


Pro Val 


oiy 


Pro 


His 


He 


T.oi i 
1/cU 


1*1 fc; L. 


lyr 


xjy o -rix y 


ljU 




135 










X *± \J 








iie inr 






















145 






















<210> 468 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 468 






















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


pi ii 

ulU 


lie Arcf 


1 


5 








10 










13 


His Arg He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu 


Ala 




i v ie u 


thzt* pi 1 1 

lyi vjjX u. 




20 






25 














Ser Asp Leu 


Leu Arg 


Gly Ser 


Phe 


His 


Leu Gly Gly 


xriitr 


lyr 


Attt Pi v 


35 






40 
















Lys Leu He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala 


Glu 


Hi q 
nib 


C v" 
O trx 


Jen T.^ii 
nop UCU 


50 




55 










60 








Glu Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


1 I1X 


Leu 


oiu vjiy 


65 




70 








75 








o u 


Tyr Arg Asp 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He 


Arg 


TT 4 e 

rilS 


Ala 
Ala 


Pin C~\ ti 
olU olll 




85 








90 












He Leu Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu 


Trp 


Cys 


Asn 


Ala 


A -v-iT r PVlT" 

rix y 1111 




100 






105 










110 




Thr Ala Ala Gly Tyr 


Tyr Lys 


Arg 


Leu 


Gly Phe 


Ser 


ui u. 


m n 

VjXIl 


uiy uiu 


115 






120 










125 






Val Phe Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He 


Leu 


l v lt2 L. 






130 




135 










140 








Leu Thr 






















145 






















<210> 469 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 






















<223> Synthetic Protein Sequence 














<400> 469 






















Met He Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp 


Thr 


Tyr 


Glu 


Leu Arg 


1 


5 








10 










15 


His Arg He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu 


Ala 


Cys 


Met 


Tyr Glu 




20 






25 










30 





Coy* A en TiPii 
Ocl nop ucu 


Leu Arg Gly Ser 


Phe 


His 


Leu Gly Gly 


Phe 


Tvr 

j.y j. 


Arg Gly 
















45 






Ta/q Ti^ii Tip 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


Gin 


Ser 


Glu Leu 


-J u 




55 








60 








m 11 m v f^l n 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


U J 




70 














80 




Gin Lys Ala Gly 


OC J. 


Thr 


Leu 


He Lys 


His 


Ala 


Glu Glu 




85 








on 








95 


Tin T ,oi i A -y-/T 

lie bcu Mxy 


Lys Lys 


Gly Ala 






Leu 


i x y \^ytD 


Asn 


Ala 


Arg Thr 




100 






105 








110 




OCX rlXct nlu 


Gly Tyr Tyr Lys 


Arg 


T.Pi i 

UC LA 


Gly 


Phe Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 






lie CLlH r\ojJ 


Thr Pro 


Pro Val 




Pr*o 


nib 




Met 


iyj. 


Lys Arg 


IJu 




135 








140 








JjcU xllL 




















145 




















<210> 470 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 470 




















Met He Glu 


Val Lys 


Pro lie 


Asn 


Ala 


Glu 


Glu Thr 


iy j_ 


Glu 


Lif^u Arcr 


1 


5 








10 








15 


His Lys He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cvs 
x^y -3 


Met 


Tyr Glu 




20 






25 












Thr Asp Leu 


Leu Arg 


Gly Ser 


Phe 


His 


Leu Gly Gly 


Phe 


±y i 


Arg Gly 


35 






40 








4S 

*± «j 






Lys Leu He 


Ser lie 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 






50 




55 








60 








Glu Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 




70 






75 






80 


Phe Arg Asp 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He Lys 


Hi c« 
nio 


Al a 


\J _L Li. VJX LA 




85 








90 










He Leu Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


a on 




ni y ± ha. 




100 






105 








110 




Ser Ala Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 


115 






120 








125 






He Phe Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


iy j. 


4-iy o ni y 


130 




135 








140 








Leu Thr 




















145 




















<210> 471 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 471 




















Met Leu Glu Val Lys 


Pro He 


Asn 


Ala 


Glu 


Glu Thr 


Tyr 


Glu 


Leu Arg 


1 


5 








10 








15 


His Lys He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr Glu 









Z U 














30 




1 XIX 






T .01 1 
J_j tr U. 


/-iX y 


nil \7 Cor 


php 

r ilc 


Hi c; 


XJv^LL VJXjr VjXjr 


Phe 


A J i 


Arg Gly 




















45 






Gin 


Leu 


lie 


Ser 


lie 


Ala Cpr 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 




^o 














fiO 








(21 n 




Gin 


Lys 


Gin 


Tyr Gin 


Leu 


At*ct 


Glv Met Ala 


Thr 


Leu 


Glu Gly 


D D 










70 






75 






80 


ryr 


A vrr 

niy 


Glu 


Gin 


Lys 


Ala d \r 


dor 
OCX 


1 Li J. 


T 1 T.vc: 
ucu 11c XJJT 0 




Al p 


Glu Glu 










85 








QO 








Leu 


Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 








105 






110 




Thr 


Ala 


Ala Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 








120 






125 






Val 


Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 








135 






140 









lie Thr 
145 



<210> 472 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 472 



Met 


He 


Glu Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 








5 








10 






15 


His 


Lys 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 








20 








25 






30 




Ser 


Asp 


Leu 


Leu 


Arg 


Ser Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 






35 








40 






45 






Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Lys Ala Glu 


His 


Ser 


Glu Leu 




50 








55 






60 








Gin 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 










70 






75 






80 


Tyr 


Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu Glu 










85 








90 






95 


He 


Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 








105 






110 




Ser 


Ala 


Ala Gly Tyr 


Tyr Lys 


Arg 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 








120 






125 






Val 


Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Arg 




130 








135 






140 









He Thr 
145 



<210> 473 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 473 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu Leu Arg 
15 10 15 



TJ -1 

HIS 


Arg 


lie 


lieu, nig rXU 




Pm Tip Mil Ala CVs Met Tvr Glu 










30 


Ser 


Asp 


Leu 


lit: U. niy vsXy OCX 


Phe 


Hio. Leu Glv Glv Phe Tvr Ara Glv 








40 


45 


Lys 


T oi i 


Tl o 
lit: 


Cor Tl P A 1 PI Ccay- 
OCi X XC AXGl k?Ci. 


Phe 


His Gin Ala Glu His Ser Asd Leu 


o u 








60 


r»i n 




pi <n 


Lys Gin Tyr Gin 




Ar*rr Glv Mpt~ Ala Thr Leu Glu Glv 

■TAX y VJXjf nc U nia -1- 11 J. XJ^U VJ1U w^jr 


£ c: 
Dj 




70 




75 80 


Tyr 


Arg 


LjIU 


Hi n Tire Ala CLl \7 

bin ijys nia \j±y 


Cor* 

OCX 


Opr t.pii Tip Tivc His Ala Glu Gin 

OCX xjcll xxc xj_y o iii>j ma vjxu. uxn 




ft R 

O 3 




90 95 


JjcU 


T ,D1 1 
iiCU 


rlX y 


Ta/q Ta/c; f5lv Ala 


Asp 


Met Leu Trp Cys Asn Ala Arg Thr 








1 no 

1 u u 




105 110 


Ser 


Ala 


Ala 


Gly Tyr Tyr Lys 


Arg 


Leu Gly Phe Ser Glu His Gly Glu 






115 


120 


125 


He 


Phe 


Glu 


Thr Pro Pro Val 


Gly 


Pro His He Leu Met Tyr Lys Arg 




130 




135 




140 


He 


Thr 










145 













<210> 474 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 474 



Met 


Leu 


Glu 


Val Lys 


Pro 


He 


Asn 


Ala Glu Asp Thr Tyr Glu Leu Arg 


1 






5 








10 15 


His 


Arg 


He 


Leu Arg 


Pro 


Asn 


Gin 


Pro Leu Glu Ala Cys Met Tyr Glu 






20 








25 30 


Thr 


Asp 


Leu 


Leu Arg 


Gly Ser 


Phe 


His Leu Gly Gly Phe Tyr Arg Gly 




35 








40 


45 


Lys 


Leu 


He 


Ser He 


Ala 


Ser 


Phe 


His Gin Ala Glu His Ser Glu Leu 


50 








55 




60 


Glu 


Gly 


Gin 


Lys Gin 


Tyr 


Gin 


Leu 


Arg Gly Met Ala Thr Leu Glu Gly 


65 








70 






75 80 


Tyr 


Arg 


Asp 


Gin Lys 


Ala 


Gly 


Ser 


Ser Leu He Arg His Ala Glu Glu 








85 








90 95 


He 


Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Met Leu Trp Cys Asn Ala Arg Thr 








100 








105 HO 


Thr 


Ala 


Ala Gly Tyr 


Tyr 


Lys 


Lys 


Leu Gly Phe Ser Glu Gin Gly Glu 






115 








120 


125 


He 


Tyr 


Asp 


Thr Pro 


Pro 


Val 


Gly 


Pro His He Leu Met Tyr Lys Lys 




130 








135 




140 


Leu 


Thr 















145 



<210> 475 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 475 

Met He Glu Val Lys Pro He Asn Ala Glu Glu Thr Tyr Glu Leu Arg 



1 






D 














15 




His Lys 


He 


Leu 


AX y 


rlU Aoll 




Pro 

IrX \J 


T.pii (tjlii Alfl 
ucu vjxu niu 


_y o 


Met 


Tvr 


Glu 


















30 






Thr Asp 


Leu 


Leu 


Arg 


Gly Ala 




His 


TiPu filv fil v 


Phe 


Tvr 


Arg 


Glv 




35 








ft u 














Lys Leu 


He 


Ser 


He 


Ala Ser 


Php 


mo 


m n AT r? A QT) 

ulll fVXu riOp 


His 


Ser 


Glu 


Leu 


50 








55 






fin 










Gin Gly Gin 


Lys 


Gin 


Tyr Gin 


T .oi i 


ax y 


f!lv Mpf Ala 
vjXjr net riXQ 


Thr 


Leu 


Glu 


Glv 


65 








70 






/ D 








80 

O \J 


Tyr Arg 


Glu 


Gin Lys Ala Gly 




1 XIX 


bcU. XXt: ax y 


Hi cs 
ni o 


Al a 

AX O. 


ni ii 


Gin 








85 








90 






95 




lie Leu 


Arg 


Lys Arg Gly Ala 


A QTi 
nop 


T.pii 


1\pii Tm Pv^ 


Asn 


Ala 


Ara 
m y 


Thr 






100 








105 






110 






Ser Ala 


Ala 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Glv Phe Ser 


Glu 


His 


Gly 


Glu 




115 








120 






125 








He Phe 


Glu 


Thr 


Pro 


Pro Val 




IT J. \J 


Hi Tip TiPii 
nio lie jjcu 


Met 


Tvr 


Lys 


Arg 


130 








135 






140 










Leu Thr 
























145 
























<210> 476 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein Sequence 












<400> 476 






















Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


rjl 11 Act* Th t~ 
olU nop lilx 


ryz: 


m u 

ox u. 


Leu 


ax y 


1 






5 








X U 






l 5 

X — i 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Tl <=» f2l ii Ala 
XJ.tr ulU nld 


C\rc 


nc l. 


lyx 


Glu 




20 








25 






^ n 






Ser Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


T on CI'] \r m \7" 

Leu kjxy oiy 


riic 


i Jr r 


Al y 


niv 




35 








40 






4S 








Lys Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Pl n Ala ril n 
olU AXCt ulU 


Hi q 
n x o 


Qpv 
oci 




Leu 


50 








55 






fin 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


\jXjf nc L» AXCl 






Glu 


Gly 


65 








70 






/ D 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


T on Tl o At*<t 

jjcu lie ai y 


Hi <? 


Al 3 

AX CI 


Ol Li. 


Glu 








85 














95 




He Leu 


Arg 


Lys 


Lys 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Thr Ala 


Ala Gly Tyr 


Tyr Lys 


Arg 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 






125 








Val Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






140 











He Thr 
145 



<210> 477 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 477 



Mot- Tlo 

jxic t. lie 


Glu Val 


Lys 


rl (J 11c 


A cr 
noil 


Al 


Glu Asp Thr 


lyx 


vlU 


Leu 


Arg 


1 

1 




5 








10 








15 




nib u_y o 


He Leu Arg 


Pro Acn 
c x vj Aon 


Gin 


Pro 


He Glu 


Ala 


Cys 


Met 


Tvr 


Glu 




20 
















30 






Cot* A en 
OCX Aoky 


Leu Leu Gin 


vj i_y Oci 




nx a 


Leu Gly Gly 


Phe 


Tvt 


Ar*cr 
y 


Glv 




35 














45 








Hi n T .oi l 


He Ser 


He 


Al Pi ^I^T 
nlu o c J. 


Phe 


His 


r«1 n Al a 




His 


Ser 


Asp 


Leu 


RO 














fin 












Gin Lys 


Gin 


Tvt" m n 


ucu 


At* ft 
ni y 


Gly Met 


Ala 


Thr 


Leu 


Glu 


Glv 


D J 






















80 


.flic rll y 


Glu Gin 


Lys 


Ala (1*1 V 


Cot 

OCX 


± iij. 


Leu He 


Lys 


His 


Ala 


Glu 


Glu 






85 
















95 




lie JjcU 


Arg Lys 


Lys 


m \/ Ala 


A 


T.oi l 
ucu 


T oi i rPvy** 
JjcU -LJ-P 


v-yt> 


Asn 


Ala 


Arcr 
y 


Thr 




100 








105 








110 






Cpr Al A 


Ala Gly Tyr 


Tvr* T i\/c: 




Leu 


Gly Phe 


Ser 


Glu 


His 


Glv 

\j±.y 


Glu 




115 






120 








125 








He Phe 


Asp Thr 


Pro 


Prn A "1 a 


vjiy 


ri u 


TLI 4 e Tlo 
nlS 11c 


Leu 


11C l. 


Tvt 


Lys 


Lys 


130 






1 IS 

X J J 








140 










Leu Thr 
























145 
























<210> 478 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic 


Protein Sequence 














<400> 478 






















Met He 


Glu Val 


Lys 


Pro He 


Asn 


Ala 


Glu Glu 


Thr 


ryr 


OlU 


T .oi i 

XjC U. 




1 




5 








10 








X -J 




Gin Arg 


He Leu 


Arg 


Pro Asn 


Gin 


Pro 


He Glu 


Ala 


P\rc? 


nc l. 


Tvt" 
xyx 


Glu 




20 








25 








1 0 






Ser Asp 


Leu Leu 


Arg 


Gly Ser 


Phe 


His 


Leu Gly Gly 


P"ho 
Jr 11C 


iyi 


Arg 


filv 

VJijf 




35 






40 








*i D 








Gin Leu 


He Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 




OCX 


Glu 


Leu 


50 






55 








60 










Gin Gly 


Gin Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


X 11X 


Leu 


Glu 


Gly 


65 






70 






75 










80 


Tyr Arg 


Glu Gin 


Lys 


Ala Gly 


Ser 


Thr 


Leu He 


Lys 


nib 


Al F\ 
r\ X d 


ulU 


m ii 

OX Li 






85 








90 








Q S 

27 J 




He Leu 


Arg Lys 


Lys 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 




100 








105 








110 






Ser Ala 


Ala Gly Tyr 


Tyr Lys 


Arg 


Leu 


Gly Phe 


Ser 


Glu 


His 


Gly 


Glu 




115 






120 








125 








He Phe 


Asp Thr 


Pro 


Pro Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 








140 











He Thr 
145 



<210> 479 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 479 



Met lie 


Glu 


Val Lys 


Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 










10 








15 




His Arg 


He 


Leu Arg 


Pro 


Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 








30 






Thr Asp 


Leu Leu Arg Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 












40 








45 








Gin Leu 


lie 


ber lie 


Aia 


Ser 


Phe 


His 


Lys 


Ala Glu 


His 


Ser 


Glu 


Leu 


50 








55 








60 










Gin Gly 


Gin 


T i m Pi m 

Lys Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 










75 








80 


Tyr Arg 


Glu 


Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He Lys 


His 


Ala 


Glu 


Gin 
















on 








95 




Leu Leu 


Arg 


Glu Lys 


Gly 


Ala 


Asp 


Met 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser Ala 


Ala 


Gly Tyr 


Tyr 


Lys 


Arg 


Leu 


Gly 


fne ber 


Glu 


Gin 


Gly 


Glu 




115 








120 








125 








Val Phe 


Asp 


Thr Pro 


Pro 


Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Lys 


130 








135 








14 U 










Leu Thr 


























145 


























<210> 480 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 


















<220> 


























<223> Synthetic Protein 


Sequence 














<400> 480 
























Met lie 


Glu 


Val Lys 


Pro 


He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 










10 








15 




His Lys 


He 


Leu Arg 


Pro 


Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 








30 






Ser Asp 


Leu 


Leu Arg 


Gly 


Ser 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 








40 








45 








Lys Leu 


He 


Ser lie 


Ala 


Ser 


Phe 


His 


Lys 


Ala Glu 


His 


Ser 


Asp 


Leu 


50 








55 








60 










Glu Gly 


Gin 


Asn Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 










75 








80 


Tyr Arg 


Glu 


Gin Lys 


Ala 


Gly 


Ser 


Thr 


Leu 


He Arg 


His 


Ala 


Glu 


Glu 






85 










90 








95 




lie Leu 


Arg 


Lys Arg 


Gly 


Ala 


Asp 


Met 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser Ala 


Ser 


Gly Tyr 


Tyr 


Lys 


Arg 


Leu 


Gly Phe Ser 


Glu 


His 


Gly 


Glu 




115 








120 








125 








He Phe 


Asp 


Thr Pro 


Pro 


Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 








140 











Leu Thr 
145 



<210> 481 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 



<400> 481 



Met Leu 


Glu 


Val 


Lys 


Pro lie 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


Leu 


Arg 


1 






5 






10 








15 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro He Glu 


Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 






30 






Thr Asp 


Leu 


Leu 


Arg 


Gly Ser 


Phe 


His Leu Gly 


Gly 


Phe 


Tyr 


Arg 


Gly 




35 








40 






45 








Gin Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His Lys Ala 


Glu 


His 


Ser 


Asp 


Leu 


50 








55 






60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 




75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr Leu He 


Arg 


His 


Ala 


Glu 


Gin 








85 






90 








95 




lie Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Ser Ala 


Ala Gly Tyr 


Tyr Lys 


Arg 


Leu Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 






125 








Val Phe 


Glu 


Thr 


Pro 


Pro Val 


Gly 


Pro His lie 


Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 






140 










Leu Thr 
























145 
























<210> 482 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 
















<220> 
























<223> Synthetic 


Protein Sequence 












<400> 482 






















Met He 


Glu 


Val 


Lys 


Pro lie 


Asn 


Ala Glu Asp 


Thr 


Tyr 


Glu 


Leu 


Arg 


1 






5 






10 








15 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro Leu Glu 


Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 






30 






Thr Asp 


Leu 


Leu 


Arg 


Gly Ser 


Phe 


His Leu Gly 


Gly 


Phe 


Tyr 


Arg 


Gly 




35 








40 






45 








Lys Leu 


He 


Ser 


lie 


Ala Ser 


Phe 


His Gin Ala 


Glu 


His 


Ser 


Asp 


Leu 


50 








55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg Gly Met 


Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 




75 










80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Thr Leu lie 


Arg 


His 


Ala 


Glu 


Gin 








85 






90 








95 




Leu Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Leu Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 






110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Arg 


Leu Gly Phe 


Ser 


Glu 


His 


Gly 


Glu 




115 








120 






125 








Val Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro His He 


Leu 


Met 


Tyr 


Lys 


Arg 


130 








135 






140 











Leu Thr 
145 



<210> 483 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic Protein Sequence 
<400> 483 



Met Leu 


VjlU 


Val LyS 


Pro Tie 


Asn 


A 1 53 

Aid 


Glu 


Glu Thr 


f T\rr 
iyr 


pi 11 


T ,01 1 A T~rr 
ucu ni y 


i 




0 








10 








1 S 


His Lys 


lie 


ijeu Arg 


riO ASH 


VjrJ.Il 




Leu 


Glu Ala 






th/t* pi 11 






9f) 














30 




oci ASp 


Leu 


Lieu Arg 


K3±y oer 


JrXie 


Hi c 
rl_L o 


Leu Gly Gly 


iyr 


iyr 






35 






*± \J 








45 






Gin Leu 


He 


Ser He 


Ala C 1 ^ -v~ 
nla Oci 




Hi Q 

nib 


Gin Ala Glu 




OCT J. 


Pi 1 1 Tif*»ii 


D u 














60 








Lj-lu vj±y 


Gin 


Lys Gin 


iyr bin 




A yet 

nl y 


Gly Met Ala 


X 11 -L 


Ti^i 1 


Pin Plv 


0 D 






7 n 

/ u 








1 0 






80 


Phe Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


lie Lys 


His 


Ala 


Glu Gin 






85 








90 








95 


lie Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Met 


Leu 


Trp Cys 


Asn 


Ala 


Arg Thr 






100 






1 U D 








1 1 ft 

11U 




Ser Ala 


Ala Gly Tyr 


iyr iiyb 




T .01 1 


Gly 


Pne Ser 


pi u 

Vjr J. U. 


Hi c; 
n J. 0 


Plv Plu 




115 






1ZU 








1 9 R 

_L Z D 






He Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


HIS 


He Leu 


Met 


Tyr 


Lys Lys 


130 






135 








140 








Leu Thr 






















145 






















<210> 484 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein Sequence 












<400> 484 




















Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Glu Thr 


Tyr 


pi 1 1 

blU 


T .01 1 A r*rf 


1 




5 








10 








1 s 


His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


L»ys 




iyx uiu 






20 






25 












Ser Asp 


Leu 


Leu Arg Gly Ser 


Phe 


His 


Leu Gly Gly 


rTie 


Tyr 


Ary Vjiy 




35 






40 








*± J 






Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


nib 


Got* 


A cn T .01 1 


50 






55 








60 








Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


1 111. 


T .01 1 


Pill Pi \7 


65 






70 








75 






80 


Tyr Arg 


Asp 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


He Lys 


His 


Ala 


Glu Glu 






85 








90 








95 


Leu Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Met 


Leu 


Trp Cys 


Asn 


Ala 


Arg Thr 






100 






105 








110 




Ser Ala 


Ala 


Gly Tyr Tyr Lys 


Arg 


Leu 


Gly Phe Ser 


Glu 


His 


Gly Glu 




115 






120 








125 






He Tyr 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys Lys 


130 






135 








140 









He Thr 
145 



<210> 485 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 485 



Met He 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 






5 








10 








15 




His Lys 


lie 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 








30 






Ser Asp 


Leu 


Leu 


Arg 


Gly Ser 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 








40 








45 








Gin Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Ser 


Asp 


Leu 


50 








55 








60 










Glu Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu 


He Lys 


His 


Ala 


Glu 


Glu 








85 








Q fi 

j U 








95 




He Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Leu 


Leu 


i rp tys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser Ala 


Ala Gly Tyr 


Tyr Lys 


Arg 


Leu 


Vjriy 




Glu 


Gin 


Gly 


Glu 




115 








120 








125 








He Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Lys 


130 








135 








140 










He Thr 


























145 


























<210> 486 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 


















<220> 


























<223> Synthetic 


Protein Sequence 














<400> 486 
























Met Leu 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 






5 








10 








15 




His Arg 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 








25 








30 






Ser Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 








40 








45 








Lys Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Ser 


Glu 


Leu 


50 








55 








60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Glu 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu 


Val Lys 


His 


Ala 


Glu 


Glu 








85 








90 








95 




He Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 








105 








110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 








120 








125 








He Phe 


Glu 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

He Thr 
145 



<210> 487 
<211> 146 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Protein Sequence 
<400> 487 



Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 








15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu 


Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 








30 






Ser Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 




35 






40 








45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


pi Ala 

ijxn Aia 


pi n 

VjlU 


His 


Ser 


Glu 


Leu 


50 






55 








fin 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


\j±y nee 


Ala. 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 










80 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu He 


Lys 


His 


Ala 


Glu 


Glu 






85 








Q fi 








95 




lie Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


\j±y Fne 


Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 








125 








He Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


Ui n Tl a 

his lie 


Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 








i /in 
14t u 










Leu Thr 
























145 
























<210> 488 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein Sequence 














<400> 488 






















Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 








15 




His Lys 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Val 


Cys 


Met 


Tyr 


Glu 






20 






25 








30 






Thr Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Gly 


Gly 




35 






40 








45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Glu 


Leu 


50 






55 








60 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 










80 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu He 


Lys 


His 


Ala 


Glu 


Glu 






85 








90 








95 




He Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu Trp 


Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 








125 








He Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

He Thr 
145 



<210> 489 
<211> 146 
<212> PRT 



<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 489 



Met lie 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 








15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 








30 






Ser Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 






40 








45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


His 


Ser 


Glu 


Leu 


50 






55 








60 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 








/ D 








80 


Tyr Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


lie Lys 


His 


Ala 


Glu 


Glu 




85 








90 








95 




lie Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 








110 






Ser Ala 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Cjin 


f* 1 t r 

(jly 


CjIU 




115 






120 








125 








lie Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 








140 










He Thr 
























145 
























<210> 490 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein Sequence 














<400> 490 






















Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 




5 








10 








15 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


He 


Glu Ala 


Cys 


Met 


Tyr 


Glu 






20 






25 








30 






Ser Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Gly 




35 






40 








45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro 


Glu 


Leu 


50 






55 








60 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 








75 








80 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He Lys 


His 


Ala 


Glu 


Glu 






85 








90 








95 




He Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 








110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 








125 








Val Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 








140 











He Thr 
145 



<210> 491 
<211> 146 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 491 



Kit ,--s +- T ^» i 


LjJ-U 


Val jjys 


Pro Tie 


Asn 


A 1 n 
ril d 


CI'] n A cn r PVtr* 
ulU nop 1111 


iyx 


Vjl Li. 


LC ll 


A y-rr 
Al y 


i 

JL 




5 








10 

1 u 






15 




His Arg 


He 


Leu Arg 




olll 


r*X U 


lie ui u nia 


v-jr o 


Mot- 
ile L> 


iyx 


vjl U 






20 






c* D 












ber Asp 


Leu 


Leu Arg 


pi v A 1 o 




It 1 S 


Leu biy vjiy 


±yr 


iyr 


biy 


vjxy 




35 






AO 






*± j 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


en 
D U 












fin 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






/ u 














O \J 


Tyr Arg 


Glu 


Gin Lys 




Cor 
OcX 


OfcrX 


Lieu lie Jjy& 


U-i e 
nio 


nia 


Ul Ll 


\Jl u 






85 








Qn 

J u 










lie Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


r^~\ \r "DVio Cor 
Kj±y rule Ocl 






yj±y 


UlU 




115 






120 






125 








He Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






Xf± U 










He Thr 






















145 






















<210> 492 




















<211> 146 




















<212> PRT 




















<213> Artificial Sequence 
















<220> 






















<223> Synthetic Protein Sequence 












<400> 492 




















Met Leu 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


<j±u Asp inr 


Tyr 




Leu 


Arg 


1 




5 








1 n 






1 ^ 
ij 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


lie LrXU Val 


Cys 


jxie u 


Tyr 


IjlU 






20 






25 












Ser Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Lreu oiy biy 


Tyr 


Tyr 


Arg 


iaiy 




35 






40 






45 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 


50 






55 






60 










Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 






70 






75 








80 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Ser 


Leu He Lys 


His 


Ala 


Glu 


Glu 






85 








90 






95 




He Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 






110 






Ser Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 






125 








He Phe 


Glu 


Thr Pro 


Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 


130 






135 






140 











He Thr 
145 



<210> 493 



<211> 146 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 

<400> 493 



1X1 1: L 1 1 fc: 


Glu 


Val 


Lys 


Pro 


He 


a on 
noil 


Ala 


nin Thr 


xy 1 


Glu 


Leu 


Arg 


-1 
J. 






5 










1 n 

1 u 






1 5 
1 <j 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Pi n 


D V 


lie ulU Val 




rue u 


iyi 


m u 

VJl U. 






20 










Z D 












inr Asp 


Leu 


Leu Arg 


Gly Ala 


-true 


Hi <3 
nib 


J_itr u. ui_y uiy 


Phe 




filv 

VJljf 


Glv 




35 










40 






45 








T A/e T .01 1 


He 


Ser 


He 


Ala 


Ser 


IT I1C 


Hi e; 


nin Ala filu 

V3 111 ill OL \J J- \JL 


His 


Ser 


Asp 


Leu 


50 










55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


T .01 1 
JjcU 


t\x\ y 


m v Mf»t" Al a 

\jl_y liC L- nlQ 


X 111 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala Gly 


Cot* 


Cor 


T.oii Tl A A y-rr 
JJCU 11C Al y 


Hi <? 
n 1 0 


Ala 


Glu 


Gin 








85 










90 






95 




lie Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










1 fiR 






1 1 VJ 






Ser Ala 


Ser Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








lie Phe 


Glu 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


riib lie JjcU 


Mnf 

i v ltr C 


iyr 


Xjy 0 


A y~rx 
/il y 


130 










135 






1 AO 










He Thr 


























145 


























<210> 494 
























<211> 146 
























<212> PRT 
























<213> Artificial Sequence 
















<220> 


























<223> Synthetic 


Protein 


Sequence 












<400> 494 
























Met He 


Glu 


Val 


Lys 


Pro 


He 


Asn 


Ala 


VjIU nop 1111 


ryr 


m ii 

VJl u. 


T .01 1 


Arg 


1 






5 










1 fi 
XU 






1 R 

1 D 




His Arg 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


TjPh nin Val 


Cvs 


Met 


Tvr 


Glu 






20 










25 






30 






Thr Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Gly 


Gly 




35 










40 






45 








Lys Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 










55 






60 










Gin Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 








70 








75 








80 


Tyr Arg 


Asp 


Gin 


Lys 


Ala 


Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu 


Gin 








85 










90 






95 




He Leu 


Arg 


Lys 


Arg 


Gly 


Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 










105 






110 






Ser Ala 


Ser 


Gly 


Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 










120 






125 








He Phe 


Glu 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

He Thr 
145 



tl 



<210> 495 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 

<221> unsure 
<222> 3 

<223> Xaa = Asp or Glu 

<221> unsure 
<222> 26 

<223> Xaa = Leu, lie, or Val 

<221> unsure 
<222> 33 

<223> Xaa = lie, Thr, Asn, or Ser 
<400> 495 



Met 


Leu 


Xaa 


Val 


Lys 


Pro 


lie 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 








5 










10 






15 




His 


Lys 


He 


Leu 


Arg 


Pro 


Asn 


Gin 


Pro 


Xaa Glu Val 


Cys 


Met 


Tyr 


Glu 








20 










25 






30 






Xaa 


Asp 


Leu 


Leu 


Arg 


Gly 


Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg 


Gly 






35 










40 






45 








Lys 


Leu 


He 


Ser 


He 


Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 










55 






60 










Gin 


Gly 


Gin 


Lys 


Gin 


Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 


65 










70 








75 








80 


Tyr 


Arg 


Asp 


Gin 


Lys 


Ala 


Gly 


Ser 


Ser 


Leu He Lys 


His 


Ala 


Glu 


Gin 










85 










90 






95 




He 


Leu 


Arg 


Glu 


Arg 


Gly 


Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 








100 










105 






110 






Ser 


Ala 


Ser 


Gly Tyr 


Tyr 


Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly 


Glu 






115 










120 






125 








Val 


Phe 


Asp 


Thr 


Pro 


Pro 


Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 



130 135 140 

Leu Thr 
145 



<210> 496 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Synthetic 


Protein 


Sequence 












<400> 496 




















Met Leu Glu Val 


Lys 


Pro 


He 


Asn Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 


5 








10 






15 




His Lys lie Leu 


Arg 


Pro 


Asn 


Gin Pro 


He Glu Val 


Cys 


Met 


Tyr 


Glu 


20 








25 






30 






Thr Asp Leu Leu 


Arg 


Gly 


Ala 


Phe His 


Leu Gly Gly 


Phe 


Tyr 


Gly 


Gly 


35 








40 




45 








Lys Leu He Ser 


He 


Ala 


Ser 


Phe His 


Gin Ala Glu 


His 


Ser 


Asp 


Leu 


50 






55 




60 










Gin Gly Gin Lys 


Gin 


Tyr 


Gin 


Leu Arg 


Gly Met Ala 


Thr 


Leu 


Glu 


Gly 



II 









7 n 




Tyr 


Arg Asp 


vrXIX byb nld \jj.y 


O CI. 








O w> 




Tip 


Leu 


Arg 


T ,"\/' C A T(T CI 1 \7 A 1 a 


nop 








lUU 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


He 


Phe 


Glu 


Thr Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 








145 











75 80 





Leu 


He Arg 


His 


Ala 


Glu Gin 




90 










95 


Met 


Leu 


Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 










110 




Leu 


Gly 


Phe 


Ser 


Glu 
125 


Gin 


Gly Glu 


Pro 


His 


He 


Leu 
140 


Met 


Tyr 


Lys Arg 



<210> 497 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 497 



Met 


Leu 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 






5 






10 






15 


His 


Lys 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Val 


Cys 


Met 


Tyr Glu 








20 




25 






30 




Thr 


Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 




50 




55 






60 








Gin 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Asp 


Gin Lys Ala Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu Gin 








85 






90 






95 


He 


Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Met 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Arg 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Phe 


Glu 


Thr Pro Pro Val 


Gly Pro 


His He Leu 


Met 


Tyr 


Lys Arg 




130 




135 






140 









Leu Thr 
145 



<210> 498 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 498 



Met He Glu Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 5 






10 






15 


His Lys He Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Val 


Cys 


Met 


Tyr Glu 


20 




25 






30 




Thr Asp Leu Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Arg Gly 


35 


40 






45 






Lys Leu He Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 



50 55 60 



pin m v 

bin v?j.y 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu Gly 


£^ 

OJ 




70 








75 






80 


i yx /ixry 


Asp Gin Lys Ala Gly 


OCI 


OCI 


Leu 


He Arg His 


Ala 


Glu 


Gin 




85 








90 






95 




lie ucu 


Arg Lys Arg Gly Ala 


Asp 


Met 


Leu Trp Cys Asn 


Ala 


Arg 


Thr 




100 






105 






110 






Car AT 3 


Ser Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser Glu 


Gin 


Gly Glu 




115 




120 






125 








Val Phe 


Glu Thr Pro 


Pro Val 


Glv 


Pro 


His 


lie Leu Met 


Tvr 


Lys 


Arg 


130 




135 








i a n 

J. ft u 








He Thr 




















145 




















<210> 499 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 499 


















Met He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr Tyr 


Glu 


Leu 


Arg 


1 


5 








10 






15 




His Lys 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Val Cys 


Met 


Tyr 


Glu 




20 






25 






30 






Thr Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly Phe 




Arg 


Gly 




35 




40 






45 








Lys Leu 


lie Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu His 


Ser 


Asp 


Leu 


50 




55 








60 








Gin Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala Thr 


Leu 


Glu 


Gly 


65 




70 








75 






80 


Tyr Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Ser 


Leu 


He Arg His 


Ala 


Glu 


Gin 




85 








90 






95 




He Leu 


Arg Lys Arg 


Gly Ala 


Asp 


Met 


Leu 


Trp Cys Asn 


Ala 


Arg 


Thr 




100 






105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser Glu 


Gin 


Gly Glu 




115 




120 






125 








Val Phe 


Glu Thr Pro 


Pro Val 


Gly 


Pro 


His 


lie Leu Met 


Tvr 
xy i 


Lys 


Arg 


130 




135 








140 








Leu Thr 




















145 




















<210> 500 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 500 


















Met Leu 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr Tyr 


Glu 


Leu 


Arg 


1 


5 








10 






15 




His Lys 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Val Cys 


Met 


Tyr 


Glu 




20 






25 






30 






Thr Asp Leu Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly Phe 


Tyr 


Arg Gly 




35 




40 






45 








Lys Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu His 


Ser 


Glu 


Leu 





50 




D D 




Gin Gly 




Jjys vjxii lyr vjin 


T Dl 1 


00 






/ u 




Tyr 


Arg 


Asp 


VjXn LiyS Ala bly 


C -v» 








ft R 
O O 




He 


Leu 


Arg 


jjy s niy vj±y Ala 










1UU 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


Val 


Phe 


Glu 


Thr Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 








145 











60 



Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 




75 








80 


Ser 


Leu He 


Arg 


His 


Ala 


Glu Gin 




90 








95 


Met 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 


105 








110 




Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 








125 






Pro 


His He 


Leu 


Met 


Tyr 


Lys Arg 



140 



<210> 501 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 501 



Met 


Leu 


Glu 


Val 


Lys 


Pro He 


Asn 


Ala 


Glu Asp 


Thr 


Tyr 


Glu 


Leu Arg 


1 








5 








10 








15 


His 


Lys 


He 


Leu 


Arg 


Pro Asn 


Gin 


Pro 


Leu Glu 


Val 


Cys 


Met 


Tyr Glu 








20 








25 








30 




Thr 


Asp 


Leu 


Leu 


Arg 


Gly Ala 


Phe 


His 


Leu Gly Gly 


Phe 


Tyr 


Gly Gly 






35 








40 








45 






Lys 


Leu 


He 


Ser 


He 


Ala Ser 


Phe 


His 


Gin Ala 


Glu 


His 


Ser 


Asp Leu 




50 








55 








60 








Gin 


Gly 


Gin 


Lys 


Gin 


Tyr Gin 


Leu 


Arg 


Gly Met 


Ala 


Thr 


Leu 


Glu Gly 


65 










70 






75 








80 


Tyr 


Arg 


Asp 


Gin 


Lys 


Ala Gly 


Ser 


Ser 


Leu He 


Arg 


His 


Ala 


Glu Glu 










85 








90 








95 


He 


Leu 


Arg 


Lys 


Arg 


Gly Ala 


Asp 


Met 


Leu Trp 


Cys 


Asn 


Ala 


Arg Thr 








100 








105 








110 




Ser 


Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly Phe 


Ser 


Glu 


Gin 


Gly Glu 






115 








120 








125 






Val 


Phe 


Asp 


Thr 


Pro 


Pro Val 


Gly 


Pro 


His He 


Leu 


Met 


Tyr 


Lys Lys 




130 








135 








140 








He 


Thr 

























145 



<210> 502 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 502 

Met Leu Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu Leu Arg 

15 10 15 

His Lys He Leu Arg Pro Asn Gin Pro Leu Glu Val Cys Met Tyr Glu 

20 25 30 

Thr Asp Leu Leu Arg Gly Ala Phe His Leu Gly Gly Phe Tyr Gly Gly 
35 40 45 



ijys Lieu 


Tl D 

lie 


Ser He 


Ala Ser 


irllc 


Hi c 


Pin Ala Pin 

vjr 111 r\ 1 d ulU 


Hi «5 
n 1 23 


OC1 


nop ucu 








55 






fin 










Pi n 
vj-Lii 


Lys Gin 


Tyr Gin 


JjcU 


r\L y 


Mpf Ala 
Vjj 1 y i'lc L- niu 


j. in 


UC Li 


uiu vj-L_y 








70 






7 R 






80 


ryr Airy 


Asp 


Gin Lys Ala Gly 


Cor 


± ill 


T ,paii Tl p T,vc 


His 


Al a 


vjl U VJ-Lll 






85 








90 






95 


11c JjcU 


t\L y 


Lys Arg Gly Ala 




Met 


TiPii Tm Pvs 


Asn 


Ala 


Arg Thr 






100 






105 






110 




Ocl Ala 


Co v 


Gly Tyr Tyr Lys 


T.YfQ 

j_i_y 0 


UC Li 


Pi v Phe Spr 
vji_y nic oci 


Glu 


Gin 


Gly Glu 




115 






120 






125 






Val Phe 


Glu 


Thr Pro 


Pro Val 


biy 




T4t c Tl 0 T.^n 
niD 11c ucu 


nc l. 


lyi 


J_ty 0 nl y 


130 






135 






140 








Leu Thr 




















145 




















<210> 503 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 














<220> 




















<223> Synthetic Protein Sequence 










<400> 503 


















Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


vjlu nSp 1 111- 


ryr 


Ol Li 


j_tc Li ni y 


1 




5 








i n 








His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


T.pi, nin val 

LcU blu Veil 




riC L, 


tvt nl 1 1 

1 y 1 vjiu 






20 






25 






^ n 




Thr Asp 


Leu 


Leu Arg 


Gly Ala 


Phe 


His 


t,c>ii m w r4i \/ 

ucu oiy U-Ljf 


Phe 


ly i 


Atct filv 

rxi. y vjx_y 




35 






40 






ft J 






Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


HI n Ala filii 

Vjlil nla vjl U 


His 


Cpv- 

OCl 


A^Ti Leu 
nop ucu 


50 






55 






fin 








Gin Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


ril v Me*t- Ala 
j. _y ricL Aid 


Thr 


Leu 


Glu Gly 


65 






70 






7 R 






an 

O L/ 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Ser 


L6U 11c ±jyo 


nib 


Ala 
Aid 


pin nin 

Ol U Vjl LI 






85 








on 








He Leu 


Arg 


Lys Arg 


Gly Ala 


Asp 


Leu 


T.on nPT*T*i (~ , \rc 
JjcU 1 1 \J \~yo 


A cn 


Al a 

nld 


m y 1 iii 






100 






105 






110 




Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


uiy Jriltr OC1 


ril ii 

UlU 


Gin 


filv Glu 

Uljf VJ-LU 




115 






120 






125 






He Phe 


Asp 


Thr Pro 


Pro Val 


Gly 


Pro 


nib 11c ucu 


nc l. 


lyi 


uy 0 Mi y 


130 






135 






140 








He Thr 




















145 




















<210> 504 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 














<220> 




















<223> Synthetic Protein Sequence 










<400> 504 


















Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 




5 








10 






15 


His Arg Val 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Val 


Cys 


Met 


Tyr Glu 






20 






25 






30 




Thr Asp Leu Leu Arg Gly Ala Phe His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 





«3 0 




40 














LiyS -Lit- U. 


Tl o Cpr Tl P 
lie oci lie 


Ala Cpr 
rila oci 


C IXC 


Hi <5 

O 1 O 


din Ala filn 

VJ111 All CI VJ1U 


His 


Cpr 

OCI 


Glu 


Leu 






5R 
















ri~\ n filv 


CZ~\ ri T.vc! (til n 


Tyr Gin 


Leu 


Arg 


Glv Met Ala 


Thr 


Leu 


Glu 


Gly 


O D 










75 








80 




Ql 1 1 fll y\ J ,\rc 


Ala niv 

ftlO ul j 


OCI 




T.pi] Tip TjV*? 

ucu lie Ajy o 


His 


Ala 


Glu 


Glu 


O J 








90 






95 




lie JjcU 


r\x y ij_y o ni y 


m v ai« 




T.pi i 

UC LI 


JJCU illy \-._y o 


A Qn 

noil 


Al a 


Arg 


Thr 




100 






105 






110 






cjp»r Ala 


OCI Ol_y l jr l 






J-IC Li. 


Rlv Php ^pr 
uiy nic jci 


Glu 


Gin 


Gly Glu 




115 




120 






125 








Val Phe 


Glu Thr Pro 


Pr*n \/al 




iri vJ 


H"i g Tl Tipii 

nliJ 11C UCLL 


11C l» 




Lys 


Arg 


130 




1J J 






140 










Leu Thr 




















145 




















<210> 505 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 505 


















Met Leu 


Glu Val Lys 


Pro He 


Asn 


Ala 


f2l n Sen TViv 
ulU noy 1111 


ryr 


VjI u. 


Leu 


Arg 


1 


5 








1 0 
1 \J 






15 




His Lys 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Tip Rln Va 1 

11C ul U VCll 


V* jr J3 


1 T 1C L» 


Tyr 


Glu 




20 






25 












Thr Asp 


Leu Leu Arg 


Gly Ala 


Phe 


His 


ucu. oi oxy 


iyi 


lyi 


Arg Gly 




35 




40 






4R 








Lys Leu 


He Ser He 


Ala Ser 


Phe 


His 


Oln Ala Olu 

vjiii ri±u vjxu 


His 


Ser 


Glu 


Leu 


50 




55 






fiO 










Gin Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


r;lv Mpf- Ala 

uiy rlCU nla 


i in 




Glu 


Gly 


65 




70 














80 


Tyr Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Ser 


LcU lie Aiy 


nia 


nla 


Glu 


Glu 




85 








on 






95 




lie Leu 


Arg Lys Arg 


Gly Ala 


Asp 


Leu 


Leu irp Lys 


Asn 


Ala 
Ala 


Arg 


Thr 




100 






105 






110 






Ser Ala 


Ser Gly Tyr 


Tyr Lys 


Lys 


Leu 


Vjly JrllC Ocl 


fJl n 


111 


Gly Glu 




115 




120 






125 








He Phe 


Asp Thr Pro 


Pro Val 


Gly 


Pro 


T4t a Tl o T.Pn 
nib lie iicu 


iVfpi- 
rlC U 




Lys 


Arg 


130 




135 






140 










He Thr 




















145 




















<210> 506 


















<211> 146 


















<212> PRT 


















<213> Artificial Sequence 
















<220> 




















<223> Synthetic Protein Sequence 












<400> 506 


















Met Leu 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu 


Arg 


1 


5 








10 






15 




His Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


He Glu Val 


Cys 


Met 


Tyr 


Glu 




20 






25 






30 







I) 



inr 


A en 


T oi i 
bell 


JjcU rll y -L_y nlu 


riic 






J D 




Aft 


T if c 
J-iy Id 


LiCU 


Tl P 
lie 


Cp-r Tip Ala Qfay 
Ocl 11C nia OC1 






3 u 








pi n 

bill 


pi v 


pi n 


Ta/q Pi n Tvr Pi n 


T.pn 








7 n 




Tyr 


Arg 


Pin 
lalU 


f 1 vi T \/e Ala pit/ 
bJ.il Lyb nla Vjly 










PR 
O D 




lie 


Leu 


Arg 


Jjys Aiy Vjiy Ala 


Asp 








1U U 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 






115 




120 


He 


Phe 


Glu 


Thr Pro Pro Val 


Gly 




130 




135 




Leu 


Thr 








145 











nib 


T.pn Pi \/ PI w 

UCU. \Jljr \Jl_y 


Php 

ir 11™ 


lyi 


**i y 


Plv 






45 








Hie; 
ni o 


Gin Ala Glu 


His 


Ser 


Glu 


Leu 




60 










"i y 


Plv Mpf Ala 


Thr 

X 11 J. 


T.pn 


Glu 


Gly 












80 


Ser 


Leu He Lvs 


His 


Ala 


Glu 


Glu 




90 






95 




Met 


Leu Trp Cys 


Asn 


Ala 


Arg 


Thr 


105 






110 






Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






125 








Pro 


His He Leu 


Met 


Tyr 


Lys 


Arg 



140 



<210> 507 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 507 



Met 


Leu 


Glu 


Val Lys Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


Leu Arg 


1 






5 






10 






15 


His 


Lys 


He 


Leu Arg Pro Asn 


Gin 


Pro 


Leu Glu Val 


Cys 


Met 


Tyr Glu 








20 




25 






30 




Thr 


Asp 


Leu 


Leu Arg Gly Ala 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 




40 






45 






Lys 


Leu 


He 


Ser He Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Asp Leu 




50 




55 






60 








Gin 


Gly 


Gin 


Lys Gin Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 






75 






80 


Tyr 


Arg 


Glu 


Gin Lys Ala Gly 


Ser 


Ser 


Leu He Arg 


His 


Ala 


Glu Glu 








85 






90 






95 


He 


Leu 


Arg 


Lys Arg Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 








100 




105 






110 




Ser 


Ala 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Phe 


Asp 


Thr Pro Pro Val 


Gly 


Pro 


His He Leu 


Met 


Tyr 


Lys Arg 




130 




135 






140 









Leu Thr 
145 



<210> 508 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 508 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 

15 10 15 

His Arg He Leu Arg Pro Asn Gin Pro Leu Glu Ala Cys Lys Tyr Glu 









9 n 

c* U 










30 




1 XIX 




T .pi i 


ucu vjiy uiy ixii 


Phe 


His 


"Leu Glv Glv 


Tvr 


Tvr 


Arg Gly 










40 






45 






T .\/Q 




Tie 


Cor Tie Ala Spr 
jci nxu ijci 


Phe 


His 


Asn Ala Glu 


His 


Ser 


Glu Leu 


RO 










60 










(!"] w 

uiy 


fil n 


t.vg n Tvr ("21 n 


Leu 


At a 
y 


Glv Met Ala 


Thr 


Leu 


Glu Gly 


D D 












75 






80 


ryr 


A v*<t 
•rl-L y 


Pi n 


P]n T A/cj Ala flil \7 
oXll l_/_y o r\Xd vji J. y 


Cpy- 
OC1 


X 11X, 


Tien Tie A irn 


His 


Ala 


Glu Glu 








o J 






90 






95 


LSU 


Leu 


Arg 


byb Lyb \j±y hid 




.Lit. Li 


ucu i. x ky v-._y & 


noil 


Ala 


Arg* Thr 








i on 




1 OR 






110 




Ser 


Val 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 




120 






125 






Val 


Tyr 


Asp 


lie Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr 


Lys Lys 




130 




135 






140 








Leu 


Thr 


















145 





















<210> 509 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 509 



Met 


He 


Glu Val 


Lys Pro 


He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu 


He Arg 


1 






5 








10 






15 


His 


Arg 


He Leu 


Arg Pro 


Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met 


Tyr Glu 






20 








25 






30 




Thr 


Asp 


Leu Leu 


Gly Gly 


Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg Gly 






35 






40 






45 






Lys 


Leu 


He Ser 


He Ala 


Ser 


Phe 


His 


Gin Ala Glu 


His 


Ser 


Glu Leu 




50 






55 






60 








Glu 


Gly 


Gin Lys 


Gin Tyr 


Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu 


Glu Gly 


65 






70 








75 






80 


Tyr 


Arg 


Glu Gin 


Lys Ala 


Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala 


Glu Glu 








85 








90 






95 


Leu 


Leu 


Arg Lys 


Lys Gly 


Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala 


Arg Thr 






100 








105 






110 




Phe 


Val 


Ser Gly Tyr Tyr 


Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin 


Gly Glu 






115 






120 






125 






Val 


Tyr 


Asp He 


Pro Pro 


He 


Gly 


Pro 


Tyr He Leu 


Met 


Tyr 


Glu Lys 



130 135 140 

Leu Thr 
145 



<210> 510 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 510 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 
15 10 15 



MIS 


Arg 


Tl o 
lie 


ljfcr Lt y r^J.u /loll 


Gl n 


D-TA 
IT X U 


T.en Gl ii Ala 

ucu vjxu nia 


Pvs 


Met Tvr Glu 






z u 










30 


Thr 


Asp 


L6U 


bcu \j±y \j xy nil. 


rue 


Hie: 


Leu gi v Glv 

iJCU VJXy VJljr 


A Jf i 


Tvr Arcr Glv 
















45 




Lys 


T .oi i 


lie 


Ocx lie nia oci 


Phe 


His 


Gin Ala Glu 


His 


Ser Glu Leu 


DU 




SR 






60 






VjxU 




oJ.il 


ijyo oiii iyi vjiii 


XJC LI 


ix y 


Glv Met Ala 


Thr 


Leu Glu Glv 














7S 




80 


Tyr 


Arg 


LjXU 


Pin T wc Ala f2l vr 

laxii byb /iJ-ci vjiy 


Cor" 
OCX 


1 11X 


T.on Tip Am 
Jjcu lie Aiy 


His 


Ala Glu Glu 






O 3 






90 




95 


Leu. 


L6U 


Arg 


xjyo Jjyb vj j.y /Ala. 


A en 
nap 


Ten 


T.en Trn Pv9 


Asn 


Ala Arcr Thr 












ins 

1U J 






110 


Ser 


Val 


Ser 


Gly Tyr Tyr Lys 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin Gly Gly 






115 




120 






125 




Val 


Cys 


Asp 


lie Pro Pro lie 


Gly 


Pro 


His lie Leu 


Met 


Tyr Lys Lys 




130 




135 






140 






Leu 


Ala 
















145 



















<210> 511 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 
<400> 511 



Met 


He 


Glu Val Lys 


Pro He 


Asn 


Ala 


Glu Asp Thr 


Tyr 


Glu He Arg 


1 




5 








10 




15 


His 


Arg 


He Leu Arg 


Pro Asn 


Gin 


Pro 


Leu Glu Ala 


Cys 


Met Tyr Glu 






20 






25 






30 


Thr 


Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr Arg Gly 






35 




40 






45 




Lys 


Leu 


He Ser He 


Ala Ser 


Phe 


His 


Gin Ala Glu 


His 


Pro Glu Leu 


50 




55 






60 






Glu 


Gly 


Gin Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


Thr 


Leu Glu Gly 


65 






70 






75 




80 


Tyr 


Arg 


Glu Gin Lys 


Ala Gly 


Ser 


Thr 


Leu He Arg 


His 


Ala Glu Glu 






85 








90 




95 


Leu 


Leu 


Arg Lys Lys 


Gly Ala 


Asp 


Leu 


Leu Trp Cys 


Asn 


Ala Arg Thr 






100 






105 






110 


Ser 


Val 


Ser Gly Tyr 


Tyr Glu 


Lys 


Leu 


Gly Phe Ser 


Glu 


Gin Gly Glu 






115 




120 






125 




Val 


Tyr 


Asp He Pro 


Pro He 


Gly 


Pro 


His He Leu 


Met 


Tyr Lys Lys 




130 




135 






140 






Leu 


Thr 

















145 



<210> 512 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 512 

Met He Glu Val Lys Pro He Asn Ala Glu Asp Thr Tyr Glu He Arg 



1 

1 




5 








1 n 
iu 








1 ^ 

ID 




His Arg 


He 


Leu Arg 


Pro Asn 


Pin 


Pro 


Leu 


Glu Ala 




T Are 


iyr 


Pi ii 






20 






Z D 














Thr Asp 


Leu 


Leu Gly Gly Thr 


JTU.& 


HI S 


Leu 


Gly Gly 


iyr 


iyr 


Arg 


Pi V 




35 






A n 
















Lys Leu 


He 


Ser He 


Ala Ser 


Fne 


Ml S 


Asn 


Ala Glu 


rii s 


CI o v 


pi t1 


T i 


50 






55 








60 










Glu Gly Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


1 HI 


Leu 


Pi n 
ulU 


Pi \r 


65 






70 








75 








O U 


Tyr Arg 


Glu 


Gin Lys Ala Gly 


Ser 


inr 


Leu 


He Arg 


MIS 


Ala 

ax a 


Pi n 
LjIU 


Pi n 






85 








90 








Q R 

y D 




Leu Leu 


Arg 


Lys Lys Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


21 1 a 
Ala 


Arg 


Tnr 






100 






105 








110 






Ser Val 


Ser 


Gly Tyr 


Tyr Lys 


Lys 


Leu 


Gly 


Phe Ser 




PI 7-1 

vain 


PI \r 


pi n 

blu 




115 






120 








125 








Val Tyr 


Asp 


He Pro 


Pro He 




Pro 


His 


He Leu 


jxie u 


Tyr 


Lys 


Lys 


130 






135 








140 










Leu Thr 
























145 
























<210> 513 






















<211> 146 






















<212> PRT 






















<213> Artificial Sequence 


















<220> 
























<223> Synthetic Protein Sequence 














<400> 513 






















Met He 


Glu 


Val Lys 


Pro He 


Asn 


Ala 


Glu 


Asp Thr 


Tyr 


Pi n 

bill 


Tl ^ 

lie 


Arg 


1 




5 








10 








Id 




His Arg 


He 


Leu Arg 


Pro Asn 


Gin 


Pro 


Leu 


Glu Ala 


Cys 


Ktec 


Tyr 


pi n 

VjlU 






20 






25 








J U 






Thr Asp 


Leu Leu Gly 


Gly Thr 


Phe 


His 


Leu Gly Gly 


Tyr 


Tyr 


Arg 


Lily 




35 






40 








A C 








Lys Leu 


He 


Ser He 


Ala Ser 


Phe 


His 


Gin 


Ala Glu 


U-! n 

nlS 


Pro 


Pi n 
bill 


Leu 


50 






55 








60 










Glu Gly 


Gin 


Lys Gin 


Tyr Gin 


Leu 


Arg 


Gly Met Ala 


rp"U „ 

I nr 


Leu 


VjlU 


oiy 


65 






70 








75 








Q Pi 

o u 


Tyr Arg 


Glu 


Gin Lys 


Ala Gly 


Ser 


Thr 


Leu 


He Arg 


H.1S 


Aia 


Pi 11 
VjlU 


pi n 

LjIU 






85 








90 








y D 




Leu Leu 


Arg 


Lys Lys 


Gly Ala 


Asp 


Leu 


Leu 


Trp Cys 


Asn 


Ala 


Arg 


Thr 






100 






105 








110 






Ser Val 


Ser Gly Tyr 


Tyr Glu 


Lys 


Leu 


Gly 


Phe Ser 


Glu 


Gin 


Gly 


Glu 




115 






120 








125 








Val Cys 


Asp 


He Pro 


Pro He 


Gly 


Pro 


His 


He Leu 


Met 


Tyr 


Lys 


Lys 


130 






135 








140 











Leu Thr 
145 



<210> 514 
<211> 146 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Protein Sequence 



<400> 514 



Met 


lie 


Glu 


Val 


Lys 


Pro 


He 


Asn Ala Glu Asp 


Thr Tyr Glu He Arg 


1 








5 






10 


15 


nib 


Arrr 


He 


Leu 


Arg 


Pro 


Asn 


Gin Pro Leu Glu Ala Cys Met Tyr Glu 








20 








25 


30 


1 III. 




Leu Leu Gly 


Gly Thr 


Phe His Leu Gly Gly Tyr Tyr Arg Gly 
















a n 


ft D 


T ,\/e 


J-Jtr u 


lie 


Ser 


He 


Ala 


Ser 


rfle HIS Ljin A±cL 


Pi ii Ui e Coy ^llii T.oii 
o±U nib oci o±u JJCU 


cn 

D U 










55 




fin 






bin 


Lys 


Gin 


Tyr 


Gin 


lieu Arg <aiy nee 


Aia. inr lieu biu taiy 


D 3 










70 




75 


80 


ryr 


Arg 


Glu 


Gin 


Lys 


Ala 


Gly 


Ser Thr Leu lie 


Arg His Ala Glu Glu 










85 






90 


95 


iicli 


T ,oi i 


Arg 


Lys 


Lys 


Gly Ala 


Asp Leu Leu Trp 


Cys Asn Ala Arg Thr 








100 








105 


110 


Ser 


Val 


Ser 


Gly Tyr 


Tyr 


Lys 


Lys Leu Gly Phe 


Ser Glu Gin Gly Gly 






115 










120 


125 


Val 


Tyr 


Asp 


He 


Pro 


Pro 


He 


Gly Pro His He 


Leu Met Tyr Lys Lys 




130 










135 




140 


Leu 


Thr 
















145 



















<210> 515 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA Sequence 
<400> 515 

aactgaagga ggaatctc 



